HTH DNA binding protein (CDS_0038)
36 37 39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_177696|3300045988|Ga0495776_178382:34,731-39,658 (+)
HTH DNA binding protein (CDS_0038)
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MGV-GENOME-0315905: 34,731-39,188 (+)
HTH DNA binding protein (CDS_0041)
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IMGVR UViG_3300007500_000143|3300007500|Ga0104983_100072(63776-109908: 33,880-40,017 (+)

HTH DNA binding protein (CDS_0033)
31 32 34 35 36 “mads_1 (CDS_0037)

— — EEEE—
IMGVR_UViG_3300008131_000129|3300008131|Ga0111081_100047|1-39910: 28,299-33,715 (+)
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IMGVR_UViG_3300045988_165422|3300045988|Ga0495776_162175:29,641-36,412 (+)
33 34 35 36 mads_1(CDS_0037)
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IMGVR_UViG_3300006307_000002|3300006307|Ga0099615_1000190: 31,094-34,974 (+)
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MGV-GENOME-0270126:31,564-34,134 (+)
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MG\/-G-ENOM E-0272204:32,438-34,973 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




