MTase_lI_00107 Type (CDS_0066)
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IMGVR_UViG_3300045988_043178|3300045988|Ga0495776_006809: 36,940-45,904 (+)
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IMGVR_UViG_3300045988_055205|3300045988|Ga0495776_006781:37,223-45,656 (+)
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Minot_Diet_ SRR5088944_NODE_16_length_46615_cov_37.556959:40,189-45,395 (+)
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IMGVR_UViG_3300045988_071613|3300045988|Ga0495776_112456:32,670-40,670 (+)
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60 61 62 HNH endonuclease (CDS_0063)
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IMGVR_UViG_3300045988 _090378|3300045988|Ga0495776_097453:35,533-43,894 (+)

57 58 59  HNH endonuclease (CDS_0060)
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MGV-GENOME-0284813:33,046-41,407 (+)

60 61 62 HNH endonuclease (CDS_0063)
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uvig_160841:35,533-43,894 (+)
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