
IMGVR_UViG_3300045988_128005|3300045988|Ga0495776_164653: 25,121-39,580 (+)

31 32 33 34
35

endolysin (CDS_0036)

37 38 39 40 41 42
43

44
45

46

MGV-GENOME-0326608: 24,807-36,012 (+)

37 38 39 40

uvig_46540: 25,126-37,223 (+)

41 42
integrase (CDS_0043)

4445

IMGVR_UViG_3300045988_116781|3300045988|Ga0495776_016299: 25,126-37,420 (+)

41 42 43 44

IMGVR_UViG_3300045988_114297|3300045988|Ga0495776_160270: 25,099-35,721 (+)

41 42 4344 48

MGV-GENOME-0326980: 25,445-36,154 (+)

41 42 43 47 49

MGV-GENOME-0346420: 23,210-35,629 (+)

31 32 33 37 38
endolysin (CDS_0039)

41 42

IMGVR_UViG_3300045988_133308|3300045988|Ga0495776_151530: 22,978-34,991 (+)

30 34 35
endolysin (CDS_0036)

IMGVR_UViG_3300045988_126357|3300045988|Ga0495776_179222: 24,872-35,694 (+)

36 37 40 41 42

MGV-GENOME-0340159: 24,801-42,950 (+)

37 38 39 40
drt-cluster579 DRT (CDS_0041)

42

metal-dependent phosphohydrolase (CDS_0043)

44 45 46 47 48 49

uvig_64614: 24,801-41,737 (+)

37 38 39 40
drt-cluster579 DRT (CDS_0041)

42

metal-dependent phosphohydrolase (CDS_0043)

44 45 46

IMGVR_UViG_3300045988_184936|3300045988|Ga0495776_150558|529-57829: 24,801-36,284 (+)

37 38 39

MGV-GENOME-0372461: 24,801-54,488 (+)

36 37 38 39 40 41 42 43 44 45 46 47 48 49
50

51

AbiEi_WP_047105540.1 AbiEi (CDS_0052)
AbiEii_WP_110023304.1 AbiEii (CDS_0053)

54 55 56 57
58

59 60 61 62

IMGVR_UViG_3300045988_143404|3300045988|Ga0495776_151236: 24,801-44,586 (+)

37 38 39 40 41 42
43

44 4546
47

48 49 50

uvig_78599: 25,099-51,615 (+)

35 39 40 41 42 43
PrrC (CDS_0044)

RM__Type_I_MTases_FAM_0 (CDS_0045)

46 47 48 49 50 51 52 53 54 55 5657

uvig_559818: 25,108-44,898 (+)

32 38 39 40 41

PDC-M30B_WP_013406987.1 (CDS_0042)

43 UG17 (CDS_0044)
drt-cluster7 DRT (CDS_0045)

46 47 48

IMGVR_UViG_3300029692_000288|3300029692|Ga0245170_100064|84606-155154: 36,494-49,551 (+)

50 51 58
59

60 61 62 63

uvig_46734: 22,769-37,291 (+)

tail protein (CDS_0030) 35
endolysin (CDS_0036)

endonuclease (CDS_0038)
integrase (CDS_0040)

43

MGV-GENOME-0324359: 22,769-35,628 (+)

35 36

MGV-GENOME-0327910: 22,769-34,312 (+)

35 36 38 43

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)


