replisome organizer (CDS_0067) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0075)
66 68  DNA helicase (CDS_0069) 70 71 7273 74 76 77
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IMGVR_UViG_3300045988_143404|3300045988|Ga0495776_151236:50,650-60,272 (+)
RM_Type_ll_Type_ll_MTases FAM_2 (CDS_0057) 58 59

IMGVR_UViG_3300045988_114829|3300045988|Ga0495776_147189:40,543-51,785 (+)
68 69 70 71 73

1 5 S I A A S
uvig 559818:50,964-62,308 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0064)
DISARM_2_ drmMI| (CDS_0063) 65 66

T — S R S I S—
MGV-GENOME-0326980:41,951-51,945 (+)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0063) 64

e ——
MGV-GENOME-0346420:41,918-51,536 (+)
40 45 RM _Type_ll_Type_|l_MTases_ FAM_2 (CDS_0047) 48

I
uvig_516286:29,207-39,301 (+)
replisome organizer 43 44 48 53

s e e e s E— e I S S — E—
MGV-GENOME-0264306:25,227-35,797 (+)

58 DNA helicase (CDS_0063) 64

————— e ——— b
uvig 46540:42,228-52,286 (+)

MTase_|I_00157 Type (CDS_0059)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0057) 58 60 61 62 anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0066)
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MGV-GENOME-0327910: 39,651-50,464 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




