
IMGVR_UViG_3300045988_127706|3300045988|Ga0495776_009766: 13,314-22,236 (+)
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thymidylate synthase (CDS_0025)

HNH endonuclease (CDS_0026)
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homing endonuclease (CDS_0038)
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RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)

MGV-GENOME-0374791: 19,445-28,944 (+)
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anaerobic ribonucleoside reductase large subunit (CDS_0043)
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MGV-GENOME-0375466: 13,259-20,733 (+)

23 29 30

Kang_0011_ST003_A_NODE_1_length_148081_cov_2409.820221: 11,939-21,012 (+)

Type_V_V_U4 Cas12 (CDS_0024) 27 homing endonuclease (CDS_0028) RM_Type_II__Type_II_MTases_FAM_3 (CDS_0031)

IMGVR_UViG_3300045988_148766|3300045988|Ga0495776_089155: 14,035-20,045 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0029) 34

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


