retron_type_VI_hth_cluster2_1 (CDS_0038)

32 33 34 35 36 37 39 40

— I S —

IMGVR_UVIiG_ 3300030320 ) 000347|3300030320|Ga0244994_100923|5257-44326:28,481-31,202 (+)
32 33

— —— ——— 5 ——— |

SAMNOO0791964 _al_ct15952:23,698-26,028 (+)
36 37 38

— —— —
uvig_456760:29,867-32,226 (+)
35 36

—
uvig_451707:32, 323 34, 915( )
32 33

I I S . —
IMGVR_UViG_3300029330_000274|3300029330|Ga0242808_100229|1-33882: 23,429-25,570 (+)
PDC-M69A_WP_216276383.1 (CDS_0025)

22 23 24 26 27 28 30 31
[ gy G CR— L C _——( - DE&TRrD

I
IMGVR_UViG_3300007210_000360|3300007210|Ga0103359_100184|50557-83489: 17,124-24,621 (+)
44 45 50 transposase (CDS_0051)

uvwg 382055:35,228-39,726 (+)
2000 nt {
integration and excision unknown function defence (PADLOC)




