
IMGVR_UViG_3300030320_000347|3300030320|Ga0244994_100923|5257-44326: 28,481-31,202 (+)
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SAMN00791964_a1_ct15952: 23,698-26,028 (+)
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uvig_456760: 29,867-32,226 (+)

36 37 38

uvig_451707: 32,323-34,915 (+)
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IMGVR_UViG_3300029330_000274|3300029330|Ga0242808_100229|1-33882: 23,429-25,570 (+)

32 33

IMGVR_UViG_3300007210_000360|3300007210|Ga0103359_100184|50557-83489: 17,124-24,621 (+)
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PDC-M69A_WP_216276383.1 (CDS_0025)
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uvig_382055: 35,228-39,726 (+)
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integration and excision unknown function defence (PADLOC)


