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IMGVR_UViG_3300045988_176915|3300045988|Ga0495776_043661:21,193-32,607 (+)

virion structural protein (CDS_0041) 42 43 44 45

MGV-GENOME-0272611:21,831-33,249 (+)

tail length tape measure protein (CDS_0032)
33 34 DnaB-like replicative helicase (CDS_0037) 38 39 43
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MGV-GENOME-0286891:20,046-33,328 (+)
replication initiation protein (CDS_0036)
DnaB-like replicative helicase (CDS_0035) 37

MGV-GENOME-0260869: 18,755-28,355 (+)

36 37 virion structural protein (CDS_0041) 42
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IMGVR _UViG_3300045988_170927|3300045988|Ga0495776_085683: 18,886-30,197 (+)
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MGV-GENOME-0257636: 18,010-29,345 (+)

37 42 43
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IMGVR_UViG_3300045988_175755|3300045988|Ga0495776_128633: 18,798-30,960 (+)
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