phosphofructokinase (CDS_0072)
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uvig 556719:41,343-46,344 (+)
phosphofructokinase (CDS_0073) 76

uvig_547173:41,262-46,340 (+)
phosphofructokinase (CDS_0070) 72

uvig_281624:40,632-44,285 (+)
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SAMN10080898_a1_ct223:41,641-45737 (+)
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SAMNO9781730_a1 ct158050 vs1:41,833-46,449 (+)
phosphofructokinase (CDS_0070)
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MGV-GENOME-0291270:40,338-44,570 (+)
dCTP deaminase (CDS_0062)

61 63 64 65 66 67 phosphofructokinase (CDS_0069)
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uvig_183148:36,982-45,314 (+)

IMGVR_UViG_3300045988_084946|3300045988|Ga0495776_015531: 38,560-45,361 (+)
65 DNA methyltransferase (CDS_0068) 72

E

MGV-GENOME-4422853: 39,189-46,506 (+)
phosphoadenosine phosphosulfate reductase (CDS_0066) phosphofructokinase (CDS_0071)
68 72

|
|+
%

uvig 487105:38,874-47,178 (+)
phosphofructokinase (CDS_0071) 72
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IMGVR_UViG_3300045988_072688|3300045988|Ga0495776_005950:38,819-47,612 (+)

phosphofructokinase (CDS_0067)
63 64 66 69

MGV-GENOME-0296984: 38,395-45,854 (+)
RusA-like Holliday junction resolvase (CDS_0060) 68
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uvig_405081:37,960-45,726 (+)

anti-RM (APIS111) (CDS_0076)
phosphofructokinase (CDS_0069) 71 ParB-like partition protein (CDS_0075) 77

E—
uvig_501901:41,067-47,066 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS) tRNA
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