
uvig_547173: 33,804-41,522 (+)

Mu Gam-like end protection (CDS_0057)
Erf-like ssDNA annealing protein (CDS_0058)

59 60

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0061)

62 63

RusA-like Holliday junction resolvase (CDS_0064)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0065)

dCTP deaminase (CDS_0066) 67 68 69 70 71

uvig_497916: 33,241-42,620 (+)

exonuclease (CDS_0053) HNH endonuclease (CDS_0055)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0060)

61 63 64 65 66
DNA methyltransferase (CDS_0067)

SAMN10080898_a1_ct223: 32,717-38,725 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0058)

IMGVR_UViG_3300045988_084946|3300045988|Ga0495776_015531: 33,721-41,745 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0060) 64
phosphofructokinase (CDS_0067)

68

MGV-GENOME-0260622: 26,066-33,388 (+)

HNH endonuclease (CDS_0049) 52 54 phosphofructokinase

IMGVR_UViG_3300045988_072688|3300045988|Ga0495776_005950: 34,235-42,214 (+)

HNH endonuclease (CDS_0063) 66 67 68

IMGVR_UViG_3300045988_095641|3300045988|Ga0495776_005954: 33,924-40,088 (+)

restriction endonuclease (CDS_0058) 61
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0062)

63

IMGVR_UViG_3300045988_085846|3300045988|Ga0495776_015383: 34,324-44,048 (+)

exonuclease (CDS_0054)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0060)

61
phosphofructokinase (CDS_0063)

64 65 HNH endonuclease (CDS_0067) 68 69

uvig_598354: 32,596-39,067 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0060)

SAMN10407349_a1_ct45221: 32,541-39,012 (+)

exonuclease (CDS_0054) RM_Type_II__Type_II_MTases_FAM_2 (CDS_0060)

SAMN09781741_a1_ct52630_vs1: 32,609-39,616 (+)

52 53 54 55 60

uvig_588213: 33,007-42,149 (+)

56 57
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0060)

61 62 65 67 phosphofructokinase (CDS_0068)

SAMN09781730_a1_ct158050_vs1: 33,007-42,159 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0059)
60 61

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


