
uvig_501901: 25,756-33,692 (+)

40 41 42 43 44 integrase (CDS_0045) 46 47 48
transcriptional regulator (CDS_0049)

50 51 52 53 54

IMGVR_UViG_3300045988_072688|3300045988|Ga0495776_005950: 25,702-33,397 (+)

46 47

MGV-GENOME-0291270: 25,514-31,989 (+)

42 44 46 50

uvig_384058: 25,700-34,682 (+)

44 45 46 50
Mu Gam-like end protection (CDS_0051)

Erf-like ssDNA annealing protein (CDS_0052)

53

MGV-GENOME-0302239: 26,616-34,200 (+)

45
tRNA-Ser(GCT)

47 48 49

MGV-GENOME-0301599: 26,616-33,998 (+)

46 47 48

uvig_403084: 26,693-33,969 (+)

46 47 48

SAMN09781730_a1_ct158050_vs1: 24,851-32,402 (+)

37 42 43 44

MGV-GENOME-0292896: 26,834-35,364 (+)

49 50 51 57 58

uvig_281624: 27,066-35,032 (+)

44 45 47 48 55

3000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function tRNA


