
IMGVR_UViG_3300045988_093381|3300045988|Ga0495776_117638: 17,640-25,245 (+)

23 24 25 RT_III-AM_III-B_2 (CDS_0026) 27 28 29 30 31 32 33 34 35 36

MGV-GENOME-0299997: 17,640-25,207 (+)

28 31

IMGVR_UViG_3300045988_084946|3300045988|Ga0495776_015531: 17,630-23,528 (+)

28 32

MGV-GENOME-0303253: 17,979-25,437 (+)

25 26 29 30 34 35 36 37

IMGVR_UViG_3300045988_072688|3300045988|Ga0495776_005950: 17,979-25,437 (+)

29 30 37

uvig_403084: 18,693-26,428 (+)

28 holin (CDS_0030) 31 34 35 36

3000 nt

lysis unknown function defence (DefenseFinder)


