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MGV-GENOME-0331588: 34,766-49,183 (+)
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uvig_467027: 34,766-49,183 (+)
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MGV-GENOME-0368261: 38,809-51,517 (+)
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IMGVR_UViG_3300006499_000295|3300006499|Ga0100371_100156|12338-73264: 37,475-50,183 (+)
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IMGVR_UViG_3300045988_085140|3300045988|Ga0495776_009497: 40,889-54,718 (+)
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IMGVR_UViG_3300045988_049089|3300045988|Ga0495776_178767: 35,152-49,969 (+)
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MGV-GENOME-0352719: 36,291-50,156 (+)
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MGV-GENOME-0339991: 39,529-53,315 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0039) 44 45 46 47 48 49 50 51 52 53 54 55 56 57
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IMGVR_UViG_3300045988_042317|3300045988|Ga0495776_187134: 42,734-57,141 (+)
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IMGVR_UViG_3300045988_044872|3300045988|Ga0495776_051534: 44,326-57,355 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


