
IMGVR_UViG_3300045988_085140|3300045988|Ga0495776_009497: 10,115-39,163 (+)

13 14 15 16 1718

anti-CRISPR-Cas (AcrIIA7) (CDS_0019)

20
Rnase H (CDS_0021)

22 23 24 25 26
27

Rha-like transcriptional regulator (CDS_0028)

29
tRNA-Ile(TAT)

Erf-like ssDNA annealing protein (CDS_0030)

31 32

MGV-GENOME-0367127: 9,160-39,192 (+)

17
18

19

Rnase H (CDS_0020)

21 22 23 24 25 26 31

SAMN00792098_a1_ct792: 10,074-39,855 (+)

17
18

anti-CRISPR-Cas (AcrIIA7) (CDS_0019)

20
21

22 23 24 25 26

MGV-GENOME-0334957: 10,074-38,535 (+)

17

anti-CRISPR-Cas (AcrIIA7) (CDS_0018)

19
20

21 22 23 24

uvig_243286: 10,064-40,403 (+)

17 18
19

20

Rnase H (CDS_0021)

22 23
24

2526 27

MGV-GENOME-0339991: 10,033-38,273 (+)

17
18

19 20
21

22
23

24

Rnase H (CDS_0025)

26 27

MGV-GENOME-0352719: 9,657-35,091 (+)

11 16
17

18

MGV-GENOME-0321971: 9,336-32,769 (+)

17
18 19 22

SAMN09781739_a1_ct251: 10,548-40,063 (+)

12 17 18 19 20 21
22

23

MGV-GENOME-0342647: 11,915-39,689 (+)

19 20
21

22

23
24

Rnase H (CDS_0025)

26 30

IMGVR_UViG_3300045988_053941|3300045988|Ga0495776_033109: 11,914-41,281 (+)

20 21
22

23
24

Rnase H (CDS_0025)

26
27

28

MGV-GENOME-0368261: 9,557-37,182 (+)

17 18
19

20

21 22 23

IMGVR_UViG_3300006499_000295|3300006499|Ga0100371_100156|12338-73264: 9,557-35,848 (+)

17 18
19

20

21 22

uvig_502055: 11,705-42,109 (+)

anti-Thoeris (APIS079) (CDS_0020)
21

22
23

24 25 26
integrase (CDS_0027)

2829 30

Ma_2019_SRR413586_NODE_124_length_70189_cov_6.164343: 12,316-44,677 (+)

19 20
21

22 23 24

clamp loader of DNA polymerase (CDS_0025)

26 27 28
29

30 HEase_00016 homing (CDS_0035)

IMGVR_UViG_3300045988_060269|3300045988|Ga0495776_163514: 12,316-37,213 (+)

19 2021

uvig_236507: 11,530-40,540 (+)

anti-Thoeris (APIS079) (CDS_0020)2122 23 24 25 26 28

MGV-GENOME-0340784: 11,530-37,902 (+)

anti-Thoeris (APIS079) (CDS_0020) 21 22 23

IMGVR_UViG_3300030381_000064|3300030381|Ga0167499_1000298: 9,565-37,072 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0016) 17
18

19 20 21
22

23 NinB/ Orf homologous recombination mediator (CDS_0030)

MGV-GENOME-0332654: 10,372-39,302 (+)

18
anti-CRISPR-Cas (AcrIIA7) (CDS_0019)

20 21 22 23 24 25

MGV-GENOME-0326732: 11,451-31,323 (+)

14

anti-Thoeris (APIS079) (CDS_0019)

20
21

Rnase H (CDS_0022)

23 26 27

MGV-GENOME-0338892: 11,401-40,932 (+)

19 20
Rnase H (CDS_0021)

22 23 24
25

26
27

28

MGV-GENOME-0337246: 11,279-36,376 (+)

14 19 20 21 22

IMGVR_UViG_3300045988_038210|3300045988|Ga0495776_111744: 11,279-36,376 (+)

19 20 21 22

MGV-GENOME-0351268: 11,636-39,198 (+)

20
21

22 23 24 25 28

SAMEA3951689_b1_ct1_vs3: 11,494-46,333 (+)

20
21

Rnase H (CDS_0022)

23 24 25
clamp loader of DNA polymerase (CDS_0026)

27 28 29 30
31

3233

MGV-GENOME-0360220: 11,494-36,020 (+)

20
21

2223

SAMN09781720_a1_ct12932: 12,016-40,587 (+)

Rnase H (CDS_0020) 21 22 23
24

25 26

SAMN00792016_b1_ct6_vs2: 11,493-41,403 (+)

19
20

22

ParB-like partition protein (CDS_0023)

24 25 2627

MGV-GENOME-0341138: 11,177-41,041 (+)

19

20
21

22

ParB-like partition protein (CDS_0023)

24 25 2627

SAMN09781725_a1_ct5569: 10,112-37,434 (+)

18

anti-CRISPR-Cas (AcrIIA7) (CDS_0019)

20
Rnase H (CDS_0021)

22 23 24 25 26 29 30

MGV-GENOME-0377198: 11,811-36,212 (+)

21 22
23

24 25 26 27 28 29 33 34

MGV-GENOME-0354735: 13,742-41,153 (+)

24 25
26

27 28

MGV-GENOME-0368990: 13,710-40,562 (+)

22 23 24

IMGVR_UViG_3300045988_066963|3300045988|Ga0495776_011307: 11,940-41,501 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0021) 22 23 24 25 26

IMGVR_UViG_3300045988_093400|3300045988|Ga0495776_163353: 11,940-40,184 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0021) 22 23 24 25

MGV-GENOME-0368056: 11,923-39,497 (+)

22 23 24 25 26 28

IMGVR_UViG_3300045988_078057|3300045988|Ga0495776_163486: 13,690-41,980 (+)

22 23 24 25
26

27

MGV-GENOME-0337823: 11,912-41,740 (+)

22 23 24 25 26
27

28

IMGVR_UViG_3300045988_080924|3300045988|Ga0495776_138378: 13,684-43,595 (+)

22 23 24 25 26
27

28

Rha-like transcriptional regulator (CDS_0032)

33

IMGVR_UViG_3300045988_050531|3300045988|Ga0495776_151089: 11,923-38,661 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0022) 23 24

MGV-GENOME-0363926: 29,945-40,847 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0022)

23 24 25
26

27 29

MGV-GENOME-0362856: 29,520-39,361 (+)

28

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (PADLOC)

anti-defence (dbAPIS) tRNA


