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IMGVR_UViG_3300045988_038210|3300045988|Ga0495776_111744: 32,236-40,017 (+)
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Ma_2019_SRR413586_NODE_124_length_70189_cov_6.164343: 39,895-46,918 (+)
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IMGVR_UViG_3300045988_060269|3300045988|Ga0495776_163514: 30,859-39,454 (+)
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