baseplate wedge subunit (CDS_0020) YadA _autotrans-NCBIFAM trimeric autotransporter adhesin YadA (NFO33478.1) (CDS_0034)

baseplate protein (CDS_0021) mads_1 (CDS_0033)
tail protein (CDS_0019) SoFic__SoFic (CDS_0027)
tail protein | tail fiber protein (CDS_0023) capH (CDS_0029)
|18 | | tailprotein (CDS_0022) 24 25 integrase (CDS_0026) 28 | 303132 35
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uvig_393956:14,258-27,587 (+)
tail fiber protein (CDS_0023)
242526 30 31
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MGV-GENOME-0240831: 14,258-22,865 (+)
27
tail fiber protein (CDS_0023) 24 2526 | 28 32 33
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uvig_369895:14,252-24,709 (+)

tail fiber protein (CDS_0023)
24 25 26 27 31 32 YadA_autotrans-NCBIFAM trimeric autotransporter adhesin YadA (NFO33478.1) (CDS_0034)
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MGV-GENOME-0227865: 14,258-24,803 (+)

integrase (CDS_0024) capH (CDS_0027)
tail fiber protein (CDS_0023) 25 "] PDC-M69A WP_216276383.1 (CDS_0028)

uvig 107240: 14,261-25,367 (+)
integrase (CDS_0024)
tail fiber protein (CDS_0023) 25

MGV-GENOME-0225482:14,261-25,367 (+)
integrase (CDS_0027)
tail fiber protein (CDS_0023)24 2526 28 33

GV-GENOME-0248781: 14,264-25,996 (+)
integrase (CDS_0027)
tail fiber protein (CDS_0023) 24 2526 28
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uvig 284275:14,264-25,996 (+)
integrase (CDS_0023)
tail fiber protein (CDS_0022) 24 26 27

MGV-GENOME-0235508: 14,263-24,933 (+)
integrase (CDS_0027) capH (CDS_0030)
tail fiber protein (CDS_0023) 24 2526 28 31
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MGV-GENOME-0236228: 14,264-26,635 (+)
tail fiber protein (CDS_0022) PD-Lambda-5_B_WP_110365848.1 (CDS_0031)
endolysin (CDS_0027)

24 xcisionase (CDS_0029)
ZST 25 26 28 integrase (CDS_0030) 32

IMGVR UViG_3300007186 000262|33000O7186\Ga0103259 100251\159 -39776:14,267-31,680 (+)
phosphoadenosine phosphosulfate reductase (CDS_0037)
tail fiber protein (CDS_0023) endolysin (CDS_0032)
25 29 ParB-like partition protein (CDS_0038)
24126 27 28] 30 31 33 3435 36 39 4041 42 43
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IMGVR_UViG_3300045988_083125|3300045988|Ga0495776_015889:14,261-34,714 (+)
phosphoadenosine phosphosulfate reductase (CDS_0034)
endolysin (CDS_0029) ParB-like partition protein (CDS_0035)
tail fiber protein (CDS_0023) 26 T integrase (CDS_0039)
24 25] 27 28 30 3132 33

36 3738 40
IMGVR _UViG_3300045988_092100|3300045988|Ga0495776_027431:14,258-31,574 (+)
phosphoadenosine phosphosulfate reductase (CDS_0036)
tail fiber protein (CDS_0023) endolysin (CDS_0031)
integrase (CDS_0026) ParB-like partition protein (CDS_0037)
32
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28 DNA helicase (CDS_0035) integrase (CDS_0044)
24 2771 29 30 33 34 | 38 3940 41 42 43 45 50
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uvig 461578:14,261-37,928 (+)
endolysin (CDS_0035) metallo-protease (CDS_0044)
26 29 32 excisionase (CDS_0038) integrase (CDS_0041)
tail fiber protein (CDS_0023) 24 25 [2728] 30 31] 33 34 36 37 39 40 42 43 | 45 46
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MGV-GENOME-0287872: 14,273-35,541 (+)
metallo-protease (CDS_0027)
SoFic_SoFic (CDS_0025)
tail fiber protein (CDS_0023) 24 26 \ 28 2930 31 32

SRS147094 al ct29264 vs1:14,261-27,112 (+)
excisionase (CDS_0036)

28 SoFic__SoFic (CDS_0038)
tail fiber protein (CDS_0023)24 25 26 27729 30 3132 33 34 35 integrase(CDS 0037) 42

uvig 316799:14,264-30,274 (+)
27 excisionase (CDS_0035)  SoFic_ SoFic (CDS_0037)
tail fiber protein (CDS_0023) 24 25 26[28 29 3031 32 33 34 integrase(CDS 0036)
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IMGVR_UViG_3300045988_073960|3300045988|Ga0495776_001452: 14,264-29,988 (+)
tail fiber protein (CDS_0023) 28 excisionase (CDS_0036)  SoFic_ SoFic (CDS_0038)
2425 26 27[29 30 3132 33 34 35 integrase (CDS 0037)
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uvig 315804: 14,264-29,993 (+)
tail fiber protein (CDS_0023) excisionase (CDS 0041)
26 33 |ntegrase (CDS_0042)
2425] 27282930 31 3234 35 3637 38 39 40 43 48
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uvig 420218:14,260-32,572 (+)
tail fiber protein (CDS_0023) excisionase (CDS_0041)
6 33 integrase (CDS_0042)
2425[ 27282930 31 3234 35 3637 38 39 40 43
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MGV-GENOME-0276930: 14,260-32,636 (+)
tail fiber protein (CDS_0023) 27 excisionase (CDS_0034)  SoFic_ SoFic (CDS_0036)
24 25 26 28 29 30 31 32 33 integrase (CDS_0035)
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SAMN11031447_al_ct1500: 14,261-26,304 (+)
excisionase (CDS_0034)
28 Hpt (VF0264) (CDS_0036)
tail fiber protein (CDS_0023) 24 25 26 27T 29 30 31 32 33 35 37 38
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IMGVR_UViG_3300007315_000016|3300007315|Ga0104930_100200: 14,264-28,595 (+)
26 30 excisionase (CDS_0036)
tail fiber protein (CDS_0023)24 25 | 27 28 29 3132 33 34 35 37 38 39
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SRS043454 _al _ct4346_vs01:14,261-29,708 (+)
tail fiber protein (CDS_0023) tail fiber protein (CDS_0032) excisionase (CDS_0038)
25 30 integrase (CDS_0040)
24126 27 28 29731 33 34 35 36 37 39 41 42 43 47 48
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MGV-GENOME-0292004: 14,227-32,295 (+)
tail fiber protein (CDS_0024) 30
252627 28 2931 32 3334 35 36 37 38
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MG\/ GENOME-0255191: 14249 28 642( )
9000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
I




