MTase_|1_00074 Type (CDS_0061) DNA methyltransferase (CDS_0063) dUTPase (CDS_0066)

55 56 57 58 59 60 protease (CDS_0062) 64 65 67 68 69
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IMGVR_UViG_3300045988_083125|3300045988|Ga0495776_015889:36,855-43,318 (+)
DNA methyltransferase (CDS_0064)
62 protease (CDS_0063) 65
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MGV-GENOME-0276930: 34,917-40,894 (+)
DNA methyltransferase (CDS_0064)
protease (CDS_0063) 65
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uvig_420218:34,853-40,830 (+)

DNA methyltransferase (CDS_0063)
59 protease (CDS_0062) 64
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MGV-GENOME-0287872:36,864-43,065 (+)

DNA methyltransferase (CDS_0049)
47 protease (CDS_0048) 50
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uvig_284275:28,137-34,125 (+)
48 49 50

MGV-GENOME-0235194:28,422-33,624 (+)
MTase_l1_00074 Type (CDS_0061)
60 62 64 65

SAMN11031447 a1 _ct1500: 33,882-39,655 (+)

DNA methyltransferase (CDS_0061) DNA methyltransferase
MTase_|I_00074 Type (CDS_0060) 62 terminase small subunit (CDS_0067)

SRS043454 a1l _ct4346_vs01:34,551-40,739 (+)
43 44 protease (CDS_0045)

MGV-GENOME-0235508: 27,214-32,696 (+)
39 nucleotide kinase (CDS_0044)
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MGV-GENOME-0227865:26,650-31,007 (+)
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nucleotide kinase (CDS_0042)

MGV-GENOME-0236228:27,358-32,834 (+)
MTase_lI_00074 Type (CDS_0049)
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SRS147094 a1l ct29264 vs1:28,842-35,133 (+)
nucleotide kinase (CDS_0037) 43 44 45
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MGV-GENOME-0234474:25,952-32,483 (+)

57 58 59

MGV-GENOME-0255191:29,992-35,899 (+)
DNA methyltransferase (CDS_0055)
protease (CDS_0053)
49 50 MTase_ll_00074 Type (CDS_0052) 54 56
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IMGVR_UViG_3300007186_000262|3300007186|Ga0103259_100251|159-39776:32,866-39,585 (?
2000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)
I




