primase (CDS_0046) RM_Type_Il_Type_ll_MTases_FAM_1 (CDS_0054) DNA invertase (CDS_0058)
4344 45 47 48 49 50 5152 53 55 56 integrase (CDS_0057) 59

E

N N s
MGV-GENOME-0345017: 34,100-48,258 (+)
50 51 52

E

N N s E—— I — — EE—
IMGVR_UViG_3300045988_140752|3300045988|Ga0495776_156077: 34,346-48,505 (+)
50 5152

i%

MGV-GENOME-0316405: 34,346-38,933 (+)
45 47 49 52 53

uvig_90345: 34,533-40,751 (+)

%
N

Ll ———————————] I P
uvig 486742:26,875-33,364 (+)
48 51 52 54
0,0 S S /B B N S S
MGV-GENOME-0334639:35,159-41,666 (+)
transcriptional repressor (CDS_0049) transcriptional regulator (CDS_0057)
42 47 48 | 50 51 52 Retron_VI_HTH (CD5_0056)

IMGVR UVIG._3300045988_035162/3300045988]Ga0495776, 054930: 32,545 42,085 (+]
47 48 49 50 51

I S | " — —
MGV-GENOME-0318677:32,554-38,687 (+)

44 46 48 49 50 51 2

MGV-GENOME-0332074: 32,326-42,154 (+)
48 49 transcriptional repressor (CDS_0050)

EEEEE—— S TN E—
MGVR_UViG_3300045988 073686|3300045988\Ga0495776 073808:32,326-40,166 (+)

transcriptional repressor (CDS_0051)
46 49 50 52 53

i

IMGVR_UViG_3300045988_053431|3300045988|Ga0495776_054598:32,824-42,395 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder)
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