
SRS063288_a1_ct10549_vs1: 35,917-42,558 (+)

49 50 51 52 53 54 55 56 57 58 59 60 61 62 63 terminase small subunit (CDS_0064)

IMGVR_UViG_3300006289_000216|3300006289|Ga0099614_100111|16007-53900: 31,251-37,892 (+)

46 51 52 53 54

IMGVR_UViG_3300008269_000166|3300008269|Ga0114154_100262|205-37750: 31,102-37,544 (+)

46 48 49 53 54 55 56

IMGVR_UViG_3300007300_000201|3300007300|Ga0104843_100211|2-41902: 34,683-41,899 (+)

50 51 54 56 57 58 59 60

SRS104165_a1_ct112000: 34,532-40,281 (+)

53 54 MTase_II_00058 Type (CDS_0058) 59

IMGVR_UViG_7000000436_000023|7000000436|SRS015644_WUGC_scaffold_38023: 31,014-38,046 (+)

RNA polymerase beta subunit (CDS_0041)
HNH endonuclease (CDS_0042) 46 47 48 49 50 MTase_II_00058 Type (CDS_0052)

TemPhD_cluster_36068: 35,657-42,016 (+)

47 48 55 56 57

uvig_446688: 37,879-43,489 (+)

56 57 58 59

IMGVR_UViG_3300008534_000002|3300008534|Ga0111050_100117: 35,675-41,492 (+)

54 55 56 57

MGV-GENOME-0272549: 32,812-38,013 (+)

49 50

IMGVR_UViG_3300007315_000021|3300007315|Ga0104930_100248: 33,142-38,983 (+)

RNA polymerase beta subunit 50 MTase_II_00058 Type (CDS_0053) 54

IMGVR_UViG_3300008275_000004|3300008275|Ga0114253_1000271: 32,773-40,674 (+)

49 51 52 53 54 55 56 58

IMGVR_UViG_7000000554_000001|7000000554|SRS058336_LANL_scaffold_27603: 32,773-40,617 (+)

51 52 53 54 55

IMGVR_UViG_3300008406_000004|3300008406|Ga0115224_1000366: 36,166-42,652 (+)

54 55 56 57 58

IMGVR_UViG_3300008636_000164|3300008636|Ga0111420_100006|146086-184999: 32,860-38,219 (+)

45 48 49 50 54

MGV-GENOME-0264238: 33,676-39,194 (+)

54 55 56

IMGVR_UViG_3300008279_000036|3300008279|Ga0114263_1000145: 35,433-40,942 (+)

54 55 56

SAMEA2738131_b1_ct4: 36,091-41,493 (+)

55 56 58

3000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC)


