head maturation protease (CDS_0005)
major tail protein (CDS_0008)
portal protein (CDS_0004) 12
10 |13
67 | 9 111415
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uvig_488471:2,524-9,609 (+)
portal protein 10 14 15

L Nl ]

uvig 487714:3,774-9,423 (+)

excisionase (CDS_0011)

excisionase (CDS_0010)

integrase (CDS_0012)

9] endonuclease (CDS_0013)

——— N —
MGV-GENOME-0284189:2,525-13,178 (+)

distal tail protein Dit (CDS_0013)
tail length tape measure protein (CDS_0012)
11 tail protein (CDS_0014)
910 | 15 16 17 18 19 20 21
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uvig_106140:2,524-28,296 (+)
tail length tape measure protein (CDS_0012)
11
910 13 14 15 16
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uvig 81439:2,523-20,586 (+)
9 10 11 12 13 14 15
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uvig 69826:2,524-16,019 (+)
nucleoside 2—deoxyribos¥Jtransferase (CDS_0026)
excisionase (CDS_0028)

distal tail protein Dit (CDS_0013) endolysin (CDS' 0024)
tail length tape measure protein (CDS_0012) holin (CDS_0027) ThsC2.00001 HIT (CDS_0039)
11 tail protein (CDS_0014) 18 UG4 (CDS_0023) 31 ABC transporter (CDS_0035)
910 | 1516 171920 2122 | |25 29 30[ 32 33 34 | 36 37 38 |40 41 42 43 44 45 46
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uvig_208541: 2,524-46,642 (+)
excisionase (CDS_0029)
endolysin (CDS_0025)
holin (CDS_0028)

distal tail protein Dit (CDS_0013) integrase (CDS_0030)
tail length tape measure protein (CDS_0012) UG4 (CDS_0024)
11 tail protein (CDS_0014) 18 22 26 35
910 | 15 16 1719 20 271;3T ‘ T2 31 32 33 343637 38 39 40 41
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uvig_510998:2,525-40,564 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0026)
excisionase (CDS_0028)
endolysin (CDS 0024)

distal tail protein Dit (CDS_0013) holin (CDS_0027)
tail length tape measure protein (CDS_O(E) inte‘g?a‘se (CDS_0029)
11 tail protein (CDS_0014) 18 UG4 (CDS_0023)
910 \ 1516 171920 2122 | |25 3031 DS-15_DS-15A (CDS_0032)
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uvig_68942:2,525-32,086 (+)
excisionase (CDS_0028)
endolysin (CDS_0024)

distal tail protein Dit (CDS_0013) holin (CDS_0027)
tail length tape measure protein (CDS_0012) UG4 (CDS_0023)
11 tail protein (CDS_0014) 18 25
910] ‘ | 15 16 1719 20 21722T ‘ T2el | 29 30
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IMGVR_UViG_3300029715_000443|3300029715|Ga0245215_1000031|198926-259491: 2,524-31,338 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0027)
excisionase (CDS_0029)
endolysin (CDS.0025)

distal tail protein Dit (CDS_0013) holin (CDS$_0028)
tail length tape measure protein (CDS_0012) UG4 (CDS_0024)‘ T ‘
11 tail protein (CDS_0014) 18 22 integrase (CDS_0030)
910] | 15 16 1719 20 2,i;3T 26| | | 313233

—_ __— ~rr-- 7 7]
IMGVR_UViG_3300029719_000352|3300029719|Ga0245179_1000336|106-61294: 2,524-31,846 (+)

nucleoside 2—deoxyribos¥jtransferase (CDS_0028)
excisionase (CDS_0030)

tail length tape measure protein (CDS_0013) endolysin (CDS 0026)
distal tail protein Dit (CDS_0014) holin (CDS$_0029)
tail length tape measure protein (CDS_0012) | UG4 (cDs_0025)| |
11 tail protein (CDS_0015) 19 23 integrase (CDS_0031)
910] ‘ | 16 17 1820 21 2234T 27| | 32 33

R —
MGV-GENOME-0361465:2,524-35,296 (+)
nucleoside 2—deoxyribos¥Jtransferase (CDS_0027)
excisionase (CDS_0029)

distal tail protein Dit (CDS_0013) endolysin (CDS' 0025)
tail length tape measure protein (CDS_0012) UG4 (CDS_0024) 4
1 tail protein (CDS_0014) 18 22 holin (CDS_0028)
910 | 15 16 1719 20 2123 | 2¢[T| 30 31 32

S —— — —— i N ..
SAMEA1906537_al ct98591 vs1:2,524-31,821 (+)

excisionase (CDS_0028)
‘excisionase (CDS_0032)
endolysin (CDS_0024)
holin (CD$_0027)

distal tail protein Dit (CDS_0013) JJintegFése (CDS_0029)
tail length tape measure protein (CDS_O(E) UG4 (CDS_0023) excisionase (CDS_0031)
11 tail protein (CDS_0014) 18 25 integrase (CDS_0033)
910 \ 15 16 1719 20 21 22 T2 30] | endonuclease (CDS_0034)
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IMGVR_UViG_3300045988_132276|3300045988|Ga0495776_166599:2,525-34,761 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)
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