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| | e
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37 38 40 FtsK/SpolllE-like protein (CDS_0044)
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SAMEA2737938_b1 ct3:25,214-31,636 (+)
34 38 39

MGV-GENOME-0265004: 25,213-32,283 (+)
GroEL (VF0594) (CDS_0029) 32 37 38 40 Bet-like ssDNA annealing protein (CDS_0044)

MGV-GENOME-0263012: 24,154-32,963 (+)
37 38
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