
SRS103983_a1_ct29960_vs01: 26,466-32,326 (+)

chaperonin groEL
31 32 33 34 35 36 37 38

WhiB3 (VF0288) (CDS_0039)
40 41 42 FtsK/SpoIIIE-like protein (CDS_0043)

SRS147281_a1_ct19337: 25,126-31,129 (+)

33 37

SRS013663_a1_ct18433: 25,137-31,274 (+)

35 37 40

SRS019176_a1_ct148358: 25,433-32,050 (+)

36 38

SRS014524_a1_ct10081: 24,651-30,651 (+)

34

MGV-GENOME-0259811: 25,169-31,754 (+)

33 37 39

MGV-GENOME-0194734: 13,260-19,459 (+)

22

SRS143218_a1_ct24400: 25,535-32,129 (+)

35 37 38

SRS149237_a1_ct11462_vs01: 25,455-31,804 (+)

35 38

SRS147106_a1_ct39300_vs01: 25,449-31,547 (+)

38

SRS075959_a1_ct16466: 25,370-31,192 (+)

37

MGV-GENOME-0263572: 25,480-31,776 (+)

39

SAMEA2737981_b1_ct9: 25,425-31,721 (+)

36 38

MGV-GENOME-0264748: 25,451-32,071 (+)

37 38 40 FtsK/SpoIIIE-like protein (CDS_0044)

MGV-GENOME-0264467: 25,450-32,066 (+)

38 39

SAMEA2737938_b1_ct3: 25,214-31,636 (+)

36 37 39

MGV-GENOME-0265004: 25,213-32,283 (+)

34 38 39

MGV-GENOME-0263012: 24,154-32,963 (+)

GroEL (VF0594) (CDS_0029) 32 37 38 40 Bet-like ssDNA annealing protein (CDS_0044)

MGV-GENOME-0262867: 25,656-32,939 (+)

37 38

MGV-GENOME-0259818: 23,976-29,792 (+)

34 35 36

MGV-GENOME-0259252: 23,137-28,818 (+)

32 33 35

SRS104842_a1_ct63027: 23,609-31,840 (+)

32 33 34 35 36 37

SRS043729_a1_ct14086_vs01: 23,661-31,705 (+)

33 34 35 36 37

SRS143881_a1_ct2007: 23,579-31,465 (+)

33 34 35 36

MGV-GENOME-0257375: 23,767-32,098 (+)

30 36 38 39

MGV-GENOME-0259292: 26,117-32,091 (+)

32 37

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function virulence (VFDB)


