— — E——
SRS019176_a1 _ct148358:36,307-38,939 (+)

40 41
R — . —— E—
SRS065518_al ct508_vs1:27,728-30,059 (+)

48 49 55

r_— _—_ _— 1 —————————— ———— ] — — — E—
SRS075959_al ct16466:34,540-37,672 (+)
57 58 59
e —C bbb &
MGV-GENOME-0259292: 35,642-38,322 (+)
53 58 60
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. ,677 (+)

MGV-GENOME-0194734:23,161-27,040 (+)

MGV-GENOME-0264467:35,858-39,235 (+)

SRS103983_a1_ct29960_vs01:35,699-38,851 (+)

MGV-GENOME-0259811:35,446-38 414 (+)
61 62

SAMEA2737981_b1_ct9:36,349-39,002 (+)

55 56
— ¢}y — — |
SRS147106_al _ct39300_vs01: 35,839-38,456 (+)
53 54 58 59
0 S S O S gy, O S S, S TSy C—
SRS143218 al ct24400:35,857-38,951 (+)
51 56 57 58
0 T — b —8
SRS104842 a1 _ct63027:35,556-39,297 (+)
47 48 50 54
S gy SO g N, 0 | S Oy W F O, W gy WDy W
MGV-GENOME-0262867: 35,180-38,955 (+)
52 54
D gy W gy SO [N | S T p———— T — W V—
MGV-GENOME-0259818:34,515-38 414 (+)
46 52
o o — e — O S—
SRS013663 a1 ct18433:33,820-38,040 (+)
54 55 56
[ — v WD SN TS o = T B A S B S
MGV-GENOME-0263572: 34,304-37,939 (+)
49 50 55 56
I —  E—— e — — . E—  E— ——

MGV-GENOME-0259252:33,421-37,744 (+)
1000 nt 1

unknown function
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