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Ma_2019_SRR413689_NODE_294_length_51002_cov_3.586983: 9,741-37,095 (+)
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MGV-GENOME-0247144: 10,534-24,549 (+)
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SAMN00792005_a1_ct42987_vs1: 10,030-23,443 (+)
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DNA, RNA and nucleotide metabolism integration and excision tail transcription regulation unknown function


