distal tail protein Dit (CDS_0019)
18

28 integrase (CDS_0034) 37
25 26 27729 3031 32 33 35 36 | transcriptional regulator (CDS_0038)

1617

- |
MGV-GENOME-0294718: 10,575-32,435 (+)
28
2021 2223 24 25 26 27[293031 32
), T S [ g S WS AV S ey GRS SN (S
MGV-GENOME-0289449: 10,477-32,469 (+)
27
2021 22 24 25 261282930 31
I N A I N S S .| | N | |
MGV-GENOME-0289419: 10,534-32.249 (1)
27
2021 22 23 24 25 261282930 31 323334 35
), T S [ N R S W B D Ry ' g W SR SR\ W
MGV-GENOME-0297807: 10,265-34,673 (+)
27 33
2021 22 23 24 25 261282930 31 32718435
I I . [N || | L - | & [ ]
MGV-GENOME-0294508: 10,534-33,531 (+)
27 37
2021 22 23 24 25 261282930 31 3233 3638
S A I N N S |
MGV-GENOME.0278102: 10,534.30,667 (1)
27
1920 21 22 23 24 25 261282930 31 32 33 34 35 36 38 39
I ) I I N N | . "—— "8 "} } ;& [ |}
Ma_2019_SRR413689_NODE_294 length_51002_cov_3.586983: 9,741-37.095 (+)
27
1920 21 22 23 24 25 26282930 31 32 33 34 35
-y | _§ [ _J | I I N SR I B E—

—
uvig 335109:9,741-37,109 (+)

I B B B S B N —_—
uvwg_225710 10,534-26,355 (+)
ta|| length Large measure protein (CDS_0017)

 — _——— — —————— P —— — ] ]
|V|&720 10,110-20,990 (+)
2021 22 23

— I — — . —
MGV-GENOME-0247144:10,534-24,549 (+)

202122
I I—— L1 B [ ]|
MGV-GENOME-0240801: 10,534-23,593 (+)
21
20 22 23

e L
MG\/ GENOME-0251678:9,924-24,037 (+)
DNA invertase (CDS_0022)
19 20 21 23 28

.

SAMNO0792005 a1l ct42987 vs1:10,030-23,443 (+)

[ 10000 nt i

DNA, RNA and nucleotide metabolism integration and excision tail transcription regulation unknown function
L]




