ABC transporter (VF0818) (CDS_0024) Specificity_I_00054 Type (CDS_0030)

endolysin (CDS_0020) DNA polymerase (CDS_0026) RM?Type,LﬁEasesfFAM,l.einsi,trimmed (CDS_0031)
Ttegrase (CDS_0022) MTase_|_00012 Type (CDS_0029)

holin AbiD (CDS_0027) capH (CDS_0032)

19| 21 integrase (CDS_0023) 251 [ 28 ‘ T 3334 35 36

L ] I — T ey A
IMGVR_UViG_3300006254_000191|3300006254]Ga0099365_1000005|11000-68698: 16,197-34,751 (+)
MTase_|_00012 Type (CDS_0028)
AbiD (CDS_0026)
2425 [ 27 Specificity_|_00054 Type (CDS_0029)

I —— G ——————————— T ——————————
IMGVR_UViG_3300008136_000405|3300008136|Ga0113979_100063|3458-59300: 16,197-32,895 (+)
AbiD (CDS_0029)
2628 |MTase_|_00012 Type (CDS_0031)
ABC transporter (VF0818) (CDS_0024) 25 T277—( 30 Specificity_I_00054 Type (CDS_0032)

I I —_— e —————————————————————————
IMGVR_UViG_3300007966_000181|3300007966|Ga0105959_100085[13540-71975: 16,197-35,488 (+)
dCTP deaminase (CDS_0028)
AbiD (CDS_0032)
29 MTase_|_00012 Type (CDS_0034)
ABC transporter (VF0818) (CDS_0025) 26 27 T 3031 33 Specificity_|_00054 Type (CDS_0035)

I I 1 —
IMGVR_UViG_3300008754_000140|3300008754|Ga0114089_100155|82-60669: 16,197-37,639 (+)
MTase_|_00012 Type (CDS_0029)
AbiD (CDS_0026)
ABC transporter (VFO818) (CDS_0024) 25 T 2728 Specificity_I_00054 Type (CDS_0030)

L I _— L ——————————————
IMGVR_UViG_7000000042_000179|7000000042|SRS023835_Baylor_scaffold_25019|225-58280: 16,197-35,108 (+)
MTase_|_00012 Type (CDS_0028)
AbiD (CDS_0026)
ABC transporter (VFO818) (CDS_0024) 25 T 27 Specificity_I_00054 Type (CDS_0029)

L__J I _— |
IMGVR_UVIiG_3300008273 000217|3300008273|Ga0114250_100014|30063-88178: 16,197-35,168 (+)
MTase_| 00012 Type (CDS_0027)
AbiD (CDS_0025)
transposase (CDS'0024) 26 Specificity_|_00054 Type (CDS_0028)

L_ ] L /N
IMGVR_UViG_3300006678 000241|3300006678|Ga0100058_100007|213086-268809: 16,197-32,776 (+)
MTase_|_00012 Type (CDS_0027)
AbiD (CDS_0025)
24 [ 26 Specificity_|_00054 Type (CDS_0028)

L_ ] —_— . ———————— ]
IMGVR_UViG_7000000025_000259|7000000025|SRS023617_Baylor_scaffold_45161|25637-80875: 16,197-32,291 (+)
MTase_I_00012 Type (CDS_0029)
mads_8 (CDS_ 0026)

ABC transporter (VF0818) (CDS_0024) 25 27 T Specificity_|_00054 Type (CDS_0030)

I I _— e~ —————— D —————————
IMGVR_UViG_3300007125_000359|3300007125|Ga0102700_1000222: 16,197-34,171 (+)
MTase_|_00012 Type (CDS_0028)
AbiD (CDS_0026)
ABC transporter (VFO818) (CDS 0024) 25 | 27 29Specificity_|_00054 Type (CDS_0030)

I I —_— L ) L e e~
IMGVR_UViG_3300008138_000306|3300008138|Ga0114843_100045|5568-63683: 16,197-35,168 (+)
MTase_|_00012 Type (CDS_0025)
23 24 26 Specificity_|_00054 Type (CDS_0027)

I N | e E—————
IMGVR_UViG_7000000604_000210|7000000604|SRS019894 WUGC _scaffold_21767:16,179-31,677 (+)
MTase_I_00012 Type (CDS_0030)
24 25 26 27 28 29 Specificity_I_00054 Type (CDS_0031)

EIEOEOHO{OD-C—E O OE - DD D

— 1 s —
SRS019348_al ct6437_vs1:16,197-35,839 (+)

ABC transporter (CDS_0028)
mads_8 (CDS_0026)| ABC transporter (CDS_0031)
ABC transporter (VF0818) (CDS_0024) 25 T 27 29 30 Specificity_|_00054 Type (CDS_0032)

L] I —_— I -
IMGVR _UViG_7000000073_000190|7000000073|SRS021496 Baylor _scaffold_77055:16,197-36,115 (+)
tail length tape measure protein (CDS_0038)

ABC transporter (CDS_0026) AbiD (CDS_0044)

AETCTranSporter(CDS_OOZS) AbiD__AbiD (CDS_0035) 43 |MTase_|_00012 Type (CDS_0046)

ABC transporter (VF0818) (CDS_0024) 25 ‘ 27 29 30 31 32 33 34 36 37 | 3940 41 ALZT 45 Specificity_|_00054 Type (CDS_0047)
— I I — -
IMGVR_UViG_3300006477_000194|3300006477|Ga0100232_100016[49073-119250: 16,197-47,230 (+)
Trehalose-recycling ABC transporter (VF0842) (CDS_0034)
phosphoribosyl transferase (CDS_0030)
Michele,ﬁitsgrouped (CDS_0032) dCTP deaminase (CDS_0040)MTase_|_00012 Type (CDS_0046)
ABC transporter (CDS_0026) ‘ AbiD (CDS_0044)
ABC transporter (VF0818) (CDS_0024) 25 T 27 2829 31 33 35 36 37 38 39 41 42@T 45 Specificity_I_00054 Type (CDS_0047)
1 — N

L_ ] I — —

IMGVR_UViG_7000000127_000260|7000000127|SRS023926_Baylor_scaffold_11644:16,197-49,166 (+)

Trehalose-recycling ABC transporter (VF0842) (CDS_0034)
phosphoribosyl tr@gerase (CDS_0030) | DNA polymerase exonuclease subunit (CDS_0038)
Michele_1A_hits_grouped (CDS_0032) “dCTP deaminase (CDS_0040)
ABC transporter (CDS_0026) Ale (CDS_0044)
Aﬁ:‘itransporter(CDS,O 28)

ABC transporter (VF0818) (CDS_0024) 25 | 27 29 | 31 33

Specificity_I_00054 Type (CDS_0046)
35 36 37 39 T 4243 Tase_|_00012 Type (CDS_0045) 5152

— — — — -
IMGVR_UViG_3300007107_000268|3300007107|Ga0102632_1000048: 16,197-49,716 (+)

b————10000nt——mm
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— |

defence (PADLOC) virulence (VFDB) tRNA
I




