baseplate wedge subunit (CDS_0023)
baseplate assembly protgr\i(CDS,OO22)
Rz-like spanin (CDS_0019)
tail terminator (CDS_0020)

Rz-like spanin (CDS_0018) Cox-like excisionase and repressor (CDS_0029)
endolysin (CDS_0017) baseplate protein (CDS_0024) transcriptional regulat?(CDS_0028)
endolysin (CDS_0016) tail protein (CDS_0025) integrase (CDS_0027)
holin | | 21 tail fiber protein (CDS_0026) \ 30 31
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uvig 553766:14,791-23,985 (+)
baseplate wedge subunit (CDS_0020)
baseplate assembly protein (CDS_0019) tail fiber protein (CDS_0023)
baseplate protein (CDS_0021)
18 | tail protein (CDS_0022)
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MGV-GENOME-0199367: 11,384-20,245 (+)

baseplate wedges*bunit (CDS_0020)

baseplate assembly protein (CDS_0019)
tail protein (CDS_0022)

18 baseplate protein (CDS_0021)tail fiber protein (CDS_0023) 24
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uvig 317182:11,714-22,575 (+)
baseplate wedge subunit (CDS_0020)
baseplate assembly proteiT(CDS_0019)
baseplate protein (CDS_0021)
‘ ta‘il protein (CDS_0022)

18 tail fiber protein (CDS_0023) 24
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MGV-GENOME-0171747:11,714-22,369 (+)

baseplate wedge subunit (CDS_0020)
baseplate assembly protMDS_OOl?)
baseplate protein (CDS_0021)
tail protein (CDS_0022)
18 \ tail protein (CDS_0023) 24 25
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TemPhD_cluster_64428:11,999-22,691 (+)
zinc containing alcohol dehydrogenase superfamily (CDS_0023)
baseplate wedge subunit (CDS_0019)

baseplate assembly protein (CDS_0018)
baseplate protein (CDS_0020)

tail protein (CDS_0021) transcriptional regulator (CDS_0024)
17 tail protein (CDS_0022) | 25 26
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uvig 242179:12,514-24,717 (+)
baseplate wedges*bunit (CDS_0019)
baseplate assembly protein (CDS_0018)
baseplate protein (CDS_0020)
tail protein (CDS_0021) tail fiber assembly protein (CDS_0023)
16 17 \ tail fiber protein (CDS_0022) 24 25 26
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uvig 188846:10,821-26,176 (+)
baseplate wedge subunit (CDS_0019)
baseplate assembly protMDS_OOLS)
tail protein (CDS_0021)
ate protein (CDS_0020) tail protein (CDS_0022) 23
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uvig 232756:9,889-21,297 (+)

baseplate wedge subunit (CDS_0022)

baseplate assembly protMDS_OOZl)

baseplate protein (CDS_0023)tail fiber protein (CDS_0025)
\ tail protein (CDS_0024)
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uvig_574408: 13,433-22,597 (+)

baseplate wedges*bunit (CDS_0020)
baseplate assembly protein (CDS_0019)
tail protein (CDS_0022)
baseplate protein (CDS_0021)tail protein (CDS_0023)

17 18

54

uvig_290741:12,082-21,372 (+)

baseplate wedge subunit (CDS_0020)
baseplate assembly protMDS_0019)
tail protein (CDS_0022)
baseplate protein (CDS_0021)tail protein (CDS_0023)

17 18
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uvig 287080: 11,514-20,646 (+)

baseplate wedge subunit (CDS_0019)
baseplate assembly protﬂDS_OOlB)
tail protein (CDS_0022)
tail protein (CDS_0021)
16 17 baseplate protein (CDS_OOZO)\ 23
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MGV-GENOME-0163465:12,376-21,206 (+)
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uvig_577411:11,802-17,573 (+)

transposase (CDS_0018)
16 17 19

MGV-GENOME-0145235:11,384-18,820 (+)

GV-GENOME-0137019: 12,539-17,876 (+)
tail terminator (CDS_0016)
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uvig 292466:11,039-16,238 (+)
baseplate wedge subunit (CDS_0022)
baseplate assembly proteTr'\TCDS_OOZ 1)
basepiate protein (CDS_0023) tail protein (CDS_0027)
19 20 | 24 25 26 28
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TemPhD_cluster_52826:12,601-25,433 (+)
6000 nt |
connector integration and excision lysis other tail transcriptionregulation unknown function
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