
uvig_255573: 16,297-39,151 (+)

17 18
19

20
holin (CDS_0021)

tRNA-Glu(CTC) 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37
38

phosphoadenosine phosphosulfate reductase (CDS_0039)

40

uvig_126003: 16,643-36,085 (+)

22
Pyrimidine biosynthesis (VF0558) (CDS_0023)

24 25 26 27 28 29 30

IMGVR_UViG_3300029121_000173|3300029121|Ga0168811_100107|104639-136704: 17,850-26,869 (+)

22 24 25 26 27
terminase small subunit (CDS_0031)

3233

MGV-GENOME-0216703: 17,850-25,767 (+)

23 24 25 26

MGV-GENOME-0248442: 17,504-25,687 (+)

23 24 25 26

MGV-GENOME-0224020: 17,857-25,518 (+)

23 24 25 26 28

MGV-GENOME-0221353: 17,501-26,581 (+)

2223
transposase (CDS_0024)

26

transcriptional repressor (CDS_0027)

28 29

uvig_187672: 17,894-26,170 (+)

DNA polymerase (CDS_0023)
24 25 26

uvig_597657: 17,458-25,881 (+)

DNA polymerase (CDS_0023)
transcriptional regulator (CDS_0024)

25 26

uvig_433770: 16,653-25,793 (+)

20 23
transcriptional repressor (CDS_0024)

25 26

MGV-GENOME-0231476: 16,643-28,412 (+)

22 23 24 25 26 27 28 29 30 31

uvig_487048: 16,648-36,090 (+)

22 23 24 25 26 27 28 29 33 34

uvig_289896: 16,297-29,343 (+)

22 23 24 25

SRS143372_a1_ct123: 16,645-29,590 (+)

22
ParB-like partition protein (CDS_0023)

DS-15__DS-15A (CDS_0024) terminase small subunit (CDS_0031)

uvig_591535: 13,913-25,807 (+)

16 21
DNA polymerase (CDS_0022)

transcriptional regulator (CDS_0023)

24 25 29

IMGVR_UViG_3300045988_144961|3300045988|Ga0495776_038598: 13,923-25,946 (+)

21 22
transcriptional repressor (CDS_0023)

24 25

uvig_554663: 16,648-36,601 (+)

22 23 24 25 26 27 28 29 30 31
DNA polymerase (CDS_0033)

transcriptional regulator (CDS_0034)

36

uvig_548084: 16,648-27,975 (+)

22 23 24
mads_3 (CDS_0025)

26

uvig_245884: 16,293-32,201 (+)

Fur (VF0113) (CDS_0022)
23 24 25 26 27 28

uvig_451627: 16,646-38,502 (+)

baseplate hub (CDS_0022) 23 24 25 26 27 28 29 3031 32
partition protein (CDS_0033)

34 integrase (CDS_0035)
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