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SAMNO6164709_al ct8004 vs1:10,652-31,263 (+)
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MGV-GENOME-0261378:10,532-29,511 (+)
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MGV-GENOME-0293273:10,532-32,535 (+)
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MGV-GENOME-0284583:11,412-33,904 (+)
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DnaB-like replicative helicase (CDS_0025)
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MGV-GENOME-0298147:11,412-36,949 (+)

DnaB-like replicative helicase (CDS_0026)
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MGV-GENOME-4421862:11,412-36,044 (+)
DnaB-like replicative helicase (CDS_0026)
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MGV-GENOME-0313015:11,412-38,655 (+)
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