dUTPase (CDS_0047) MTase_|I_00058 Type (CDS_0050)
43 44 45 46 \ 48 49 51 52 53 54 55 56 57 terminase small subunit (CDS_0058)

IMGVR_UViG_3300008306_000118|3300008306|Ga0115184_1000054(135-36492:29,732-36,357 (+)

MTase_ll_00058 Type (CDS_0035)
DnaC-like helicase loader 33 34 [ 36 37

uvig_164824:22,191-28,824 (+)

MTase_II_00058 Type (CDS_0046)
44 45 [ 47 48

MGV-GENOME-0251817:29,193-36,067 (+)

MTase_II_00058 Type (CDS_0048)
49 50

N
N
N
~

IMGVR_UViG_3300008747_000004|3300008747|Ga0115677_100343:29,391-36,288 (+)
45 46 47 MTase_|l_00058 Type (CDS_0048)

w
o

IMGVR _UViG_3300022575_000027|3300022575|Ga0248010._ 1045 29, 063 36,516 (+)
46 47 MTase_|l_00058 Type (CDS_0048)

IMGVR_UViG_3300009964_000019|3300009964|Ga0133739_10019: 29,864-36,643 (+)
MTase_|1_00074 Type (CDS_0049)
MTase_II_00058 Type (CDS_0051)
48 50 52

I
\
#

T e N S S ——
uvig_111903:30,150-37,191 (+)
MTase_|I_00074 Type (CDS_0035)
MTase_II_00058 Type (CDS_0037)
dUTPase (CDS_0033) 34 36 38

|

!

‘
i*
i

|

|

MGV-GENOME-0178051:16,658-24,373 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0050)
48 49 51 52

\
\
I
|
|
\
\

IMGVR UViG_3300007123 000008|33000O7123\630102684 100207:29,931-36,703 (+)
DNA methyltransferase (CDS_0048)
MTase_II_00074 Type (CDS_0046) 47 49 50

(S
ey

IMG\/R UViG_3300008274_000136|3300008274]Ga0114252_100028|7496-44429:29,648-36,933 (+)
DNA methyltransferase (CDS_0051)
DNA methyltransferase (CDS_0049)
MTase_lI_00074 Type (CDS_0047) 48 50

[
w

i
i
&
|
|
|

IMG\/R UViG_3300028537_000013|3300028537|Ga0307848_1044:29,931-37,044 (+)
MTase_lI_00074 Type (CDS_0066)
65 67 68 69 70

OTU_1135:41,726-48,654 (+)

MTase_II_00074 Type (CDS_0048)
47 | 49 50 51

u
N
«n
b

IMGVR UViG_3300008138_000004|3300008138|Ga0114843_100248: 29,861-36,770 (+)

MTase_II_00074 Type (CDS_0044)
43 45

IS
[N
IN
N

MGV GENOME-0262439:27,679-34,460 (+)

DNA methyltransferase (CDS_0046)
45 47

|
|
|
|
3
i
|
|

MGV-GENOME-0248127: 29,809-36,432 (+)
MTase_II_00074 Type (CDS_0047)
MTase_II_00058 Type (CDS_0049)
45 48 \ 50

|
!
:

IMGVR_UViG_3300008515_.000024/3300008515/Ga0115189_1000252: 29,106-36,755 (+)
45 MTase_lI_00058 Type (CDS_0046) 47 48 50 52

—— [ [ ———— —— ]
IMGVR_UViG_3300045988_021437|3300045988|Ga0495776_044843:30,941-37,368 (+)

50
D g s Dy I WD S D, N, SOy WSy WO
MGV-GENOME-0252108: 30,902-37,092 (+)

54

IMGVR_UViG_3300008145_000004|3300008145|Ga0114317_100078: 33,667-36,707 (+)
39 replication initiation protein (CDS_0040) 42 MTase_|I_00074 Type (CDS_0046) 47 48

N
~o

SRS104704 al ct8345 vs01:29,135-37,354 (+)
3000 nt {
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC)
I




