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NC_048132.1:40,628-46,967 (+)

MGV-GENOME- 0314031 41,367-47,457 (+)
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NC_049819.1:40,927-46,789 (+)
64 65 66 67

NC_049817.1:40,956-47,336 (+)
65 66 67 69 70 75

NC_ 054896 1: 42 022-47,522 (+)
65 70

MGV- GENOME 0309151 41,111-46,461 (+)
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