anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0023)
pyrophosphatase (CDS_0022)
20 21 \ 24 25  terminase large subunit (CDS_0026)

S EE—— ——
uvig_94738:12,817-15,869 (+)

RusA-like Holliday junction resolvase (CDS_0045) MTase_I1_00048 Type (CDS_0053)
46 48 49 50 51 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

N A
IMGVR_UVIG_3300045988_091185|3300045988|Ga0495776_042544:30,104-36,391 (+)
Mom-like DNA modification protein (CDS_0048)
MTase_|I_00048 Type (CDS_0046)
45 \ 49 50 yrophosphatase (CDS_0053)

§*

MGV-GENOME-0314307:29,606-34,524 (+)
47 pyrophosphatase (CDS_0051)

s N (——
MGV-GENOME-0275124: 30,389-35,701 (+)_
47 pyrophosphatase (CDS_0054)

S B R B E—
uvig_103266:30,952-36,585 (+)

pyrophosphatase (CDS_0031) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0032)

T N ——
MGV-GENOME-0180927:17,433-22,309 (+)
terminase large subunit (CDS_0001)
pyrophosphatase (CDS_0055) 2 3 head morphogenesis (CDS_0004)

E—
MGV-GENOME-0248447:30,850-36,484 (+); 1-4,393 (+)

pyrophosphatase (CDS_0052)
Hoc-like head decoration 48 53

MGV-GENOME-0268716:30,501-36,041 (+)
pyrophosphatase (CDS_0042) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0043)

3

MGV-GENOME-0243417:24,542-30,069 (+)
pyrophosphatase (CDS_0050)

i

IMGVR _UViG_3300045988_139030|3300045988|Ga0495776_060394:29,561-35,089 (+)
pyrophosphatase (CDS_0037)

uvig_147556:17,895-22,717 (+)

53 pyrophosphatase (CDS_0054)

I N ———— I S N SE— I
MGV-GENOME-0259081: 30,432-35,929 (+)

42 43 pyrophosphatase (CDS_0050)
S S —— I

I —— —
IMGVR _UViG_3300045988_093566|3300045988|Ga0495776_063696:28,484-34,032 (+)
47 pyrophosphatase (CDS_0054) 1

uvwg_137003 30,862-36,393 (+); 1-2,780 (+)
RM _Type_ll_Type_ll_MTases_FAM_2 (CDS_0047) pyrophosphatase (CDS_0053)

uvig 405282:30,879-36,484 (+); 1-2,780 (+)
MTase_|I_00048 Type (CDS_0049) pyrophosphatase (CDS_0055)

T — N — S ———
IMGVR _UViG_3300045988_088286|3300045988|Ga0495776_014239: 30,857-36,397 (+); 1-2,780 (+)
pyrophosphatase (CDS_0064)

l
|
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uvig 293229:37,096-42,637 (+); 1-4,338 (+)

DNA methyltransferase (CDS_0060) 63 pyrophosphatase (CDS_0067) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0068)

uvig 482315:45,410-50,609 (+); 1-4,338 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0043)
pyrophosphatase (CDS_0042)

MGV-GENOME-0236776:24,511-29,782 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0040)
pyrophosphatase (CDS_0039)

MGV-GENOME-0236701:21,652-26,923 (+)
pyrophosphatase (CDS_0060) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0061)

I R S EE—
IMGVR_UViG_3300045988_107995|3300045988|Ga0495776_112873:37,092-42,591 (+)

pyrophosphatase (CDS_0050) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0051)

MGV-GENOME-0322641:30,017-34,801 (+)
pyrophosphatase (CDS_0066) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0067)

uvig_380385:43,023-48,600 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0045)
pyrophosphatase (CDS_0044)

MGV-GENOME-0217111:26,010-31,046 (+)
pyrophosphatase (CDS_0040) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0041)

——
MGV-GENOME-0190719: 20,994-25,275 (+)

pyrophosphatase (CDS_0055) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

MGV-GENOME-0245711:31,778-36,053 (+)
pyrophosphatase (CDS_0055) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

MGV-GENOME-0311883: 30,850-36,048 (+)
pyrophosphatase (CDS_0054)

— & | —— " ||
MGV-GENOME-0272572:31,235-36,433 (+)

pyrophosphatase (CDS_0054)

MGV-GENOME-0246957:30,705-36,241 (+)
DNA methyltransferase (CDS_0048) pyrophosphatase (CDS_0055) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

IMGVR_UViG_3300045988_080489|3300045988|Ga0495776_103476:30,401-35,599 (+)
pyrophosphatase (CDS_0046)

IS S E— R EE— —
uvig_447190:29,774-34,995 (+)

DNA methyltransferase (CDS_0048) pyrophosphatase (CDS_0055)

MG\/ GENOME-0245323:30,797-35,992 (+)
pyrophosphatase (CDS_0056)

MGV-GENOME-0248094: 32,320-36,428 (+); 1-2,780 (+)
pyrophosphatase (CDS_0048)

e N e EE—
MGV-GENOME-0230794:27,354-31,842 (+)

pyrophosphatase (CDS_0052)
DNA methyltransferase (CDS_0044) 51 anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0053)

MGV-GENOME-0318326:30,439-35,546 (+)
pyrophosphatase (CDS_0044) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

MGV-GENOME-0209799:24,910-29,711 (+)

w
w
w
[0

MGV-GENOME-0162810: 15,447-20,740 (+)

Control_protein_00002 control (CDS_0034)
35 pyrophosphatase (CDS_0041) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)

——
MGV GENOME-0203514: 24,003-28,597 (+)

DNA repair protein (CDS_0021)
SspD_00001 SspD (CDS_0023) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)

I E—
MGV GENOME-0142358: 14,398-19,558 (+)

anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0047)
pyrophosphatase (CDS_0046)

T R S W W S —
MGV-GENOME-0229383:27,451-33,200 (+)

pyrophosphatase (CDS_0050) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0051)

MGV-GENOME-0283612:29,592-35,193 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0033)
pyrophosphatase (CDS_0032)

MGV-GENOME-0168984:17,272-23,053 (+)

pyrophosphatase (CDS_0052) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)

S S N ——  E—
MGV-GENOME-0244525:30,168-35,873 (+)

53 pyrophosphatase (CDS_0054)

uvig_565635:31,904-37,930 (+)
pyrophosphatase (CDS_0054)
53 anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0055)

MGV-GENOME-0246070: 30,214-36,106 (+); 1-4,338 (+)
pyrophosphatase (CDS_0039)
DNA methyltransferase (CDS_0032) 38 anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0040)

MGV-GENOME-0200153: 22,264-27,999 (+)
pyrophosphatase (CDS_0062)
pyrophosphatase (CDS_006 1)T

uvig_150971:40,756-46,447 (+)
51 pyrophosphatase (CDS_0052)

il

IMGVR _UViG_3300045988_110000|3300045988|Ga0495776_042630:30,727-36,418 (+)
53 pyrophosphatase (CDS_0054)

%

MGV-GENOME-0245391:30,163-36,002 (+)
40 pyrophosphatase (CDS_0041)

MGV-GENOME-0196491:21,222-27,350 (+)
68 pyrophosphatase (CDS_0069)

uvig_99033: 38,662-43,905 (+)
52  pyrophosphatase (CDS_0053)

e ——
MGV-GENOME-0245733:30,199-36,057 (+); 1-2,780 (+)

51 53 54  pyrophosphatase (CDS_0055)

MGV-GENOME-0247976:30,216-36,407 (+)
48 49 51 52 54 56

%

—
IMGVR_UViG_3300045988_079466|3300045988|Ga0495776_087074:30,043-36,248 (+)

48 54

|
MGV-GENOME-0251569:30,043-36,248 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
I




