
MGV-GENOME-0254735: 21,954-30,081 (+)

29 30 31 32

Control_protein_00002 control (CDS_0033)

34 35 36 37 38
39

40

41 42

Erf-like ssDNA annealing protein (CDS_0043)

replication initiation protein (CDS_0044)

MGV-GENOME-0218242: 16,842-23,848 (+)

30 31 32 DnaC-like helicase loader

IMGVR_UViG_3300029712_000311|3300029712|Ga0245206_100202|57946-95050: 21,951-29,721 (+)

transposase (CDS_0035)
36 37

MGV-GENOME-0246957: 21,870-29,714 (+)

35 36 37
replication initiation protein (CDS_0042)

DnaC-like helicase loader (CDS_0043)

uvig_445036_: 21,955-32,205 (+)

transposase (CDS_0036)
37 38

translation elongation factor (CDS_0039)
DNA binding protein (CDS_0040)

41

IMGVR_UViG_3300029365_000512|3300029365|Ga0243866_1000155|3-37248: 21,955-29,926 (+)

translation elongation factor (CDS_0035)
DNA binding protein (CDS_0036)

37

IMGVR_UViG_3300045988_091185|3300045988|Ga0495776_042544: 21,954-29,243 (+)

35 36 3738

IMGVR_UViG_3300045988_118136|3300045988|Ga0495776_042490: 21,953-29,373 (+)

35 3637 38

uvig_85586: 21,954-31,417 (+)

transposase (CDS_0035)36
DNA binding protein (CDS_0037)

38

IMGVR_UViG_3300045988_102125|3300045988|Ga0495776_167615: 21,956-29,421 (+)

36 37 38 39

uvig_304208: 21,908-29,505 (+)

35
lytic tail fiber protein (CDS_0036)

37 38

MGV-GENOME-4417914: 21,954-29,303 (+)

transposase (CDS_0036)
37

DNA binding protein (CDS_0038)

39

uvig_500758: 21,953-33,497 (+)

transposase (CDS_0035)
36 37

DNA binding protein (CDS_0038)
39

MGV-GENOME-0266818: 21,954-30,013 (+)

35 36 37 38 39

MGV-GENOME-0271439: 21,954-31,392 (+)

35

holin (CDS_0036)
endolysin (CDS_0037)

38 39

MGV-GENOME-0259675: 21,954-30,068 (+)

35 36
translation elongation factor (CDS_0037)

3839

MGV-GENOME-0267913: 21,953-29,840 (+)

36 37 38

MGV-GENOME-0259081: 21,952-28,591 (+)

35 36

MGV-GENOME-0275124: 21,957-29,395 (+)

34 35

MGV-GENOME-0268261: 21,954-33,705 (+)

35 36 37 38 39 40
41

42

IMGVR_UViG_3300045988_067882|3300045988|Ga0495776_086879: 21,954-29,507 (+)

30 34 36 37 38 39

MGV-GENOME-0308738: 21,953-29,730 (+)

34 35

uvig_179974: 21,954-35,956 (+)

transposase (CDS_0035)
WYL_I_II_III_IV_V_VI_1 (CDS_0036)

37 38 39 40 41
DNA binding protein (CDS_0042)

43

IMGVR_UViG_3300045988_107995|3300045988|Ga0495776_112873: 21,954-35,251 (+)

35 36 37 38 3940 41 42 43

uvig_193898: 21,954-41,995 (+)

transposase (CDS_0035)
36

CD0873 (VF0593) (CDS_0037)

38 39 40 41 42

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0043)
DNA binding protein (CDS_0044)

45

uvig_155528: 21,955-37,004 (+)

transposase (CDS_0036)
37 38 39 40 41

ABC transporter (CDS_0042)
ABC transporter (CDS_0043)

44

DNA binding protein (CDS_0045)

46

IMGVR_UViG_3300045988_080489|3300045988|Ga0495776_103476: 21,953-29,825 (+)

34 35 3637 42
43

44 RusA-like Holliday junction resolvase (CDS_0045)

MGV-GENOME-0232509: 21,947-28,892 (+)

34 35 3637 42

uvig_293229: 21,953-35,255 (+)

36 37 3839 40 41

Michele_1A_hits_grouped (CDS_0042)

43
peptide deformylase (CDS_0044)

45 46 47

IMGVR_UViG_3300045988_097359|3300045988|Ga0495776_185504: 21,469-28,315 (+)

28
29 34 35 36

MGV-GENOME-0238291: 21,692-27,574 (+)

34 35

IMGVR_UViG_3300045988_088286|3300045988|Ga0495776_014239: 21,692-29,016 (+)

29 35 36
37

38

IMGVR_UViG_3300007305_000126|3300007305|Ga0104872_100729: 21,688-28,986 (+)

32 35 36 37

uvig_150971: 21,954-39,504 (+)

transposase (CDS_0034)
35 36 37 38

DNA primase (CDS_0039)
40 41 42 43 4445 46

MGV-GENOME-0244848: 21,477-28,135 (+)

33 35 36 37

IMGVR_UViG_3300045988_079452|3300045988|Ga0495776_167614: 21,469-27,739 (+)

32

IMGVR_UViG_3300013426_000071|3300013426|Ga0116649_1000130: 23,444-30,566 (+)

27 33

MGV-GENOME-0311883: 21,689-28,226 (+)

34

MGV-GENOME-0249251: 21,692-28,417 (+)

34

MGV-GENOME-0252346: 21,692-28,120 (+)

34

MGV-GENOME-0247939: 19,493-27,395 (+)

Hoc-like head decoration (CDS_0027)
30 34

MGV-GENOME-0248029: 20,995-27,409 (+)

32

uvig_482315: 21,951-43,569 (+)

transposase (CDS_0036)
37 38 39 40 41 42 43 44 45 46 47 48

DNA binding protein (CDS_0049)
50

IMGVR_UViG_3300029589_000185|3300029589|Ga0245106_100639: 21,954-43,538 (+)

35 36 37
metallo-endopeptidase (CDS_0038)

39 40 41 42

nosihep_NshR-NCBIFAM NshR family nosiheptide/thiostrepton resistance 23S rRNA methyltransferase (NF000035.1) (CDS_0043)

44
anti-NARP (APIS138) (CDS_0045)

46 47 48 49 50 51

uvig_270209: 21,951-43,976 (+)

35 36 37 38

ABC transporter (CDS_0039)
ABC transporter (CDS_0040)

41 42 43 44 45
tet_MFS_V-NCBIFAM tetracycline efflux MFS transporter Tet(V) (NF012178.0) (CDS_0046)

47 4849 replication initiation protein (CDS_0054)

uvig_380385: 21,954-42,020 (+)

transposase (CDS_0036)
37 38 39 40

mads_8 (CDS_0041)
42 43 44

integrase (CDS_0045)
46 47 48 49 50

Han_2018_ERR1398222_NODE_272_length_57408_cov_21.247433: 21,953-50,406 (+)

transposase (CDS_0035) 36 37 38 39 40

Cas2c_WP_035173219.1 (CDS_0041)

Cas1c_WP_008519397.1 (CDS_0042)

Cas4c_WP_149685095.1 (CDS_0043)
cas7b_I-B_I-C_2 (CDS_0044)

pfam09709 CAS-I-C; (CDS_0045)
cas5_I-C_5 (CDS_0046)

Cas3c_WP_004513240.1 (CDS_0047)

48 49 50 51 52
DNA binding protein (CDS_0053)

54

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


