Sigma L (VF0855) (CDS_0067)
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Ma_2019_SRR341609_NODE_20_length_88752_cov_32.197718:38,690-46,663 (+)
71 72 73 74

MGV-GENOME-0358341:38,638-46,722 (+)
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MGV-GENOME-0358875: 38,849-46,877 (+)
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MGV-GENOME-0358066: 37,988-46,045 (+)

MGV-GENOME-0357666: 37,008-45,358 (+)

uvig 9645:35,701-43,779 (+)
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MGV-GENOME- 0357784 36,783-44,964 (+)
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IMGVR_UViG_3300045988_150663|3300045988|Ga0495776_018403: 38,903-46,540 (+)
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uvig_278533:34,824-42,350 (+)
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MGV-GENOME-0357299: 35,283-44,355 (+)
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MGV-GENOME-0358288:36,937-45,698 (+)
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uvwg 176983:36,937-45,698 (+)
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unknown function defence (DefenseFinder) virulence (VFDB)




