
MGV-GENOME-0357666: 30,497-36,968 (+)

44 45 46 47 48 49 50 51 52 53 54 55 56 57 58 59 60

MGV-GENOME-0356377: 32,202-38,124 (+)

54 55 56 57 58 59 65

MGV-GENOME-0358066: 30,681-37,948 (+)

49 53 55 56 57 58 59 60 61

uvig_278533: 28,116-34,784 (+)

49 50 52 53 54 55 56 57 58 60 63 65

MGV-GENOME-0358751: 31,117-39,228 (+)

54 55 56 57 58 59 60 61 64 67 68

MGV-GENOME-0358288: 30,514-37,341 (+)

54 55 56 57 59 60

uvig_176983: 30,514-37,341 (+)

54 55 56 57

MGV-GENOME-0358098: 31,120-37,657 (+)

54 55 56 57

uvig_322720: 31,754-38,589 (+)

53 54 55 56 57

Ma_2019_SRR341609_NODE_20_length_88752_cov_32.197718: 31,815-38,650 (+)

53 54 55 56 57

SAMN00715159_b1_ct4: 31,754-38,589 (+)

53 54 55 56 57

MGV-GENOME-0358875: 31,117-36,978 (+)

54 55 56 57 58

MGV-GENOME-0358782: 32,267-38,663 (+)

54 55 56 57 58

3000 nt

unknown function


