polynucleotide kinase (CDS_0041)
HEase_00016 homing (CDS_0036)
HEase_00016 homing (CDS_0034) HNH endonuclease (CDS_0042)
thymidylate synthase (CDS_0035)39
28 29 30 31 32 33 3738740

43

!H

SAMN11893713_a1_ct3042: 35,424-59,933 (+)
32 33 34 39

MGV-GENOME-0365920: 34,957-58,893 (+)

—————————————— ]
IMGVR_UViG_3300045988_008409|3300045988|Ga0495776_143194:35,360-56,721 (+)

MGV-GENOME-0358343: 25,699-46,785 (+)
36

e W S S W—
uvig_392119:36,682-58,809 (+)

thymidylate synthase (CDS_0032) 33

i
!

uvig_432354:37,008-59,747 (+)

uvig_280722: 33,024-54,890 (+)
HEase_00016 homing (CDS_0034)
33 39

i%

uvig_35387: 34,054-56,592 (+)
26 31 HEase_ 00016 homing (CDS_0032)

[ — — ¥ ]
MGV-GENOME-0363292: 32,806-57,541 (+)

thymidylate synthase (CDS_0036) 37

MGV-GENOME-0363836: 37,346-58,222 (+)
HNH endonuclease (CDS_0033)
thymidylate synthase (CDS_0032) 34

IMGVR_UViG_3300045988_016711|3300045988|Ga0495776_011687:35,562-58,150 (+)
thymidylate synthase (CDS_0035)
T-rEase_OOOIé) homing (CDS_0038)
endonuclease (CDS_0036)
34 | 37 | 43

OTU_102:32,843-56,099 (+)
thymidylate synthase (CDS_0038)
HEase_00016 homing (CDS_0041)
endonuclease (CDS_0039)
37 40 | 46

I ——— W—— S W———
OTU_135:34,459-57,785 (+)

3334 35 363738

MGV-GENOME-0366848:32,163-55,291 (+)
thymidylate synthase (CDS_0032)
endonuclease (CDS_0033)
3031 | ~ | 34 HEase 00016 homing (CDS_0035)

OTU_205:28,010-52,396 (+)
3435 36 373839

MGV-GENOME-0366490: 32,876-56,125 (+)
thymidylate synthase (CDS_0034) 35 36 37

L e T T ———,——— ey ]
SAMN10290217_al_ct1125:38,137-61,686 (+)

32 3334 HEase_00016 homing (CDS_0035)

MGV-GENOME-0361282: 34,338-57,889 (+)
endonuclease (CDS_0037)
3536 3839 40

NC_062768.1:32,491-55,736 (+)
75
77 76 7473

OTU_281:42,294-64,390 (-)
32 3334

MGV-GENOME-4433571: 33,870-56,394 (+)
34
31 32 3335

s — | WSS S— | 1 N E——
MGV-GENOME-0365796:33,769-56,073 (+)

30 31 32 HEase 00016 homing (CDS_0033)

MGV-GENOME-0365001: 32,974-54,379 (+)

MGV-GENOME-0365046:32,973-54,424 (+)
35
34T3i> 37 HEase_ 00016 homing (CDS_0038)

MGV-GENOME-0365430: 33,298-56,897 (+)
26 31 32 36

e W— W N W S—
MGV-GENOME-0357823:30,479-55,454 (+)

endonuclease (CDS_0033)
31
132 34 35 38DNA polymerase (CDS_0042) 43

!%

IMGVR_UViG_3300045988 016714|3300045988|Ga0495776_027379:34,161-60,057 (+)
thymidylate synthase (CDS_0032)

28 33 34 37

N
o

- |
MGV-GENOME-0365945: 33,146-58,311 (+)

3 31 323

MGV-GENOME-0362578:32,779-57,140 (+)
35 endonuclease (CDS_0044)
32 33 343637 4243 45

MGV-GENOME-0364036: 30,556-57,582 (+)

10000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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