anaerobic ribonucleoside reductase large subunit (CDS_0061)
icity0043 Unknown (CDS_0049) phosphofructokinase (CDS_0055) 59 dCMP deaminase (CDS_0064)
50 51 52 5354 | 56 57 587 60 62 63 65
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MGVR_UVlG_3300045988_169188|3300045988\ Ga0495776_111473:44,673-54,231 (+)

RM _Type_ll_Type_ll_MTases_FAM_16 (CDS_0057)
MTase_lI_00072 Type (CDS_0056)
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uvig 558999:45,377-55,698 (+)
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IMGVR_UVIG_3300045988_168574|3300045988]Ga0495776_018002: 45,114-55 116 (+)

50 55 56 57 5859
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IMGVR_UVIG_3300045988. 168465/3300045988]Ga0495776.111660: 44,556-53.301 (+)
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IMGVR_UVIiG_3300029376_000007|3300029376]Ga0243980_1000365: 44,261-53,742 (+)
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IMGVR_UViG_3300029378_000005|3300029378|Ga0243978_1000254: 44,273-53,744 (+)
52 57 58 59 60 6162
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IMGVR_UViG_3300029384_000152|3300029384|Ga0243983_1000421:44,387-53,745 (+)
57 58 59 60 61 62
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uvig_443461_:44,255-53,589 (+)
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IMGVR UVlG 3300045988_167736|3300045988|Ga0495776_121999:45, 356 55,140 (+)
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uvig_90908:45,356-55,129 (+)
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MGV-GENOME-0337810:45,356-55,140 (+)

phosphofructokinase (CDS_0054)
T 5556 57 58
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GV-GENOME-0338771:45,808-54,922 (+)
phosphofructokinase (CDS_0054)
T 5556 57 58
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IMGVR_UViG_3300045988 172699|3300045988\Ga0495776 009741 45,808-54,922 (+)
phosphofructokinase (CDS_0054)
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SAMNO5414974 a1l ct87132_vs1:43,072-52,578 (+)
phosphofructokinase (CDS_0051)
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MGV-GENOME-0333599:37,809-49,319 (+)
50
42 45 495152

uvig_564765:40,259-49,846 (+)
42 48 49 50 51 52

MGV-GENOME 0321880: 37,676 45,766 (1)
44 46 48 49 50

uvig_541247:38,055-46,685 (+)
anti-RM (APIS182) (CDS_0046)
44 45 47 48 50 51 52 53 54 57 58 dCMP deaminase
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IMGVR_UViG_3300045988_168312|3300045988|Ga0495776_073513:37,699-51,662 (+)
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uvig_175714:37,748-52,424 (+)
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IMGVR_UViG_3300029887_000021[3300029887|Ga0245331_1000438: 37,699-51,728 (+)
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IMGVR_UVIG_3300045988_165917|3300045988|Ga0495776_017937: 45,327-54,026 (+)
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MGV-GENOME-0337501: 45,327-54.026 (+)

5000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I

anti-defence (dbAPIS)
N




