ParB-like partition protein (CDS_0050) HNH endonuclease (CDS_0062)
queuine tRNA-ribosyltransferase 51 59 60 61 63 64
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NC_023554.1:50,820-57,659 (+)

queuine tRNA-ribosyltransferase (CDS_0050) 55
S — N I I
Mycobacterium_phage_Fortunato: 49,690-56,224 (+)

terminase large subunit (CDS_0048)  terminase small subunit (CDS_0049) 53 54 57
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NC_042034.1:46,257-54,702 (+)
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Mycobacterium_phage_Nigel: 47,307-55,624 (+)
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NC_022328.1:47,889-55,051 (+)
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JN699011.1:46,061-54,190 (+)
48 53 54

NC_022331.2:47,614-55,874 (+)
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KF279413.1:47,613-55,871 (+)

3000 nt
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function tRNA
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