HNH endonuclease (CDS_0061)

56 57 58 59 60

Mycobacterium_phage_Magpie: 53,412-58,280 (+)
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62 63 64 65 66

HNH endonuclease (CDS_0060)

KF279413.1:53,255-57,979 (+)

HNH endonuclease (CDS_0061)
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DQ398044.1:52,996-57,544 (+)

tRNA-Ile(GAT) HNH endonuclease (CDS_0061)

JN699011.1:52,483-57,005 (+)
59 HNH endonuclease (CDS_0064) 65 70

Mycobacterium_phage_Nigel: 53,762-58,796 (+)

HNH endonuclease (CDS_0062)
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NC_023554.1:53,663-58,734 (+)
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NC_042034.1:53,011-57,602 (+)

HNH endonuclease (CDS_0062)
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NC 022328.1:52,757-57,389 (+)
58 59 60 61
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NC_028934.1:53,622-59,842 (+)
2000 nt
DNA, RNA and nucleotide metabolism unknown function tRNA pseudogene
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