baseplate wedge subunit (CDS_0021)
baseplate wedge subunit (CDS_0023)
DNA circularization tail fiber assembly (CDS_0025)
baseplate protein (CDS_0022) DNA invertase (CDS_0027)
aseplate hub (CDS_0019) ‘ tail fiber assembly (CDS_0026) excisionase (CDS_0034)
| tail fiber protein (CDS 0024)  |mREase_IV_00001 Type (CDS 0028) 29 30 31 32 integrase (CDS_0033)
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TemPhD_cluster_22691:13,301-26,333 (+)
tail fiber assembly (CDS_0025)
tail fiber protein (CDS_0024) 26 27 mREase_IV_00001 Type (CDS_0028) head protein (CDS_0030)

!

IMGVR_UViG_2554235126_000004|2554235126|2554262831| 18782?—227456: 13,301-26,601 (+)
tail collar fiber protein (CDS_0026)
tail fiber assembly (CDS_0025)
short tail fiber protein (CDS_0024) \ 27 mREase_IV_00001 Type (CDS_0028)
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TemPhD_cluster_21191:13,301-26,333 (+)
short tail fiber protein (CDS_0024)
tail fiber assembly (CDS_0025)
| 26 27 mREase_IV_00001 Type (CDS_0028)

IMGVR_UViG_2565956762_000004|2565956762|2565990387|13020-52647: 13,301-26,601 (+)
tail fiber assembly protein (CDS_0025)
virion structural protein (CDS_0026)
DNA invertase (CDS_0027)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) | | | mREase_IV_00001 Type (CDS_0028)

e | — - — EE— E——
TemPhD_cluster_27361:13,305-26,336 (+)

short tail fiber protein (CDS_0022) 23 24 25

uvig 422521:12,685-20,785 (+)
tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)

short tail fiber protein (CDS_0022) 23 | 26 mREase_IV_00001 Type (CDS_0027) 29 30
L e e ——————— 11 ] - I I
TemPhD_cluster_14179:12,684-27,619 (+)
O-acetyltransferase (CDS_0024)
short tail fiber protein (CDS_0022) 23 25 26  PD-T4-3.WP_201121852.1(CDS_0027)

IMGVR_UViG_2541047870_000002|2541047870|2541176063|415837-458422: 12,685-26,801 (+)

O-acetyltransferase (CDS_0024)
short tail fiber protein (CDS_0022) 23 PD-T4-3_ WP_201121852.1 (CDS_0025)
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IMGVR_UVIG_2579778938_000007|2579778938|2579833550|448708-489624: 12,684-25,539 (+)

tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0026)

DNA invertase (CDS_0027)
short tail fiber protein (CDS_0023) | 25 | | mREase_IV_00001 Type (CDS_0028) 30 PD-Lambda-5_B_WP_110365848.1 (CDS_0031)

| I — I T
TemPhD_cluster_33051: 14,014-26,861 (+) =
tail fiber assembly protein (CDS_0023)
tail collar protein (CDS_0025)
‘ DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) 24 \ 27 28 29 30 31 Septu__PtuB_2 (CDS_0032)
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TemPhD_cluster_13298:12,685-28,292 (+)
virion structural protein (CDS_0025)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 23 24 mREase_IV_00002 Type (CDS_0027) Menshen_NsnA (CDS_0030)
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IMGVR_UViG_647533158 000004|647533158|647536524(494699-535148: 12,684-24,502 (+)

virion structural protein (CDS_0025)
mREase_IV_00002 Type (CDS_0027)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 23 24 | | 29
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TemPhD_cluster_27851:12,683-23,759 (+)
tail fiber assembly protein (CDS_0025)
tail collar fiber protein (CDS_0027)
| mREase_IV_00002 Type (CDS_0029)

tail fiber assembly (CI:‘5570026)
24 | DNA invertase (CDS_0028) 31
e r————————— I I

TemPhD_cluster_27670: 13,305-26,695 (+)
tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
‘ mREase_IV_00002 Type (CDS_0027)
tail fiber assembly (CDS_0024)
22 | [DNA invertase (CDS_0026) 29 30 31 32

I - I I I
TemPhD_cluster_30086: 12,685-26,223 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly (EE_OOZS)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) \ 25 mREase_|V_00002 Type (CDS_0027)

TemPhD_cluster_27818:12,684-26,222 (+)
tail fiber assembly protein (CDS_0024)
mREase_IV_00002 Type (CDS_0028)
tail fiber assembly (CDS_0025)
IDNA invertase (CDS_0027)
26 30 31 32

23
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uvig_482495:13,305-26,069 (+)
tail collar fiber protein (CDS_0026)
tail fiber assembly (CDS_0025)  mREase_IV_00002 Type (CDS_0028)
short tail fiber protein (CDS_0023) 24 DNA invertase (CDS_0627)

TemPhD_cluster_61123:13,305-25,937 (+)
tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)  PD-T4-3_WP_201121852.1 (CDS_0028)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) 23 27 \ transposase (CDS_0032)

TemPhD_cluster_10856: 12,685-27,103 (+)
tail fiber assembly (CDS_0023) PD-T4-3 WP_201121852.1 (CDS_0028)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 24 25 27 \

TemPhD_cluster_10855:12,685-27,103 (+)
mREase_IV_00002 Type (CDS_0027)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) 23 24 25 \ 29 30

TemPhD_cluster_61274:12,777-26,553 (+)
virion structural protein (CDS_0025)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 23 24 \ mREase_IV_00002 Type (CDS_0027)

TemPhD_cluster_61275:12,777-26,553 (+)
mREase_IV_00002 Type (CDS_0027)
tail fiber assembly (CDS_0023) Cyclase_00012 oligonucleotide-cyclase (CDS_0030)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 24 25 | Effector_00024 2TM (CDS_0029)

31
[
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TemPhD_cluster_49647:12,685-25,666 (+)
tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
mREase_IV_00002 Type (CDS_0028)
tail fiber assembly (CDS_0024) PD-Lambda-6_WP_000344866.1 (CDS_0031)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) | | T27 \ 30 32 33 34

IMGVR_UViG_2713896905_000008|2713896905|2713927147(84384-126685:12,612-25,000 (+)
tail fiber assembly protein (CDS_0025)
Q?e'alike queuosine biosynthesis (CDS_0028)
tail fiber assembly (CDS_0024) MutT/NUDIX hydrolase (CDS_0029) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0037)
DNA invertase (CDS_0027) transcriptional repressor (CDS_0041)
tail fiber protein (CDS_0023) | 26 T 3839 40 42

30 31 32 33 34
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uvig_117117:13,305-30,923 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0029)
tail fiber assembly protein (CDS_0026)
tail fiber assembly protein (CDS_0025)

virion structural protein (CDS_0027)
short tail fiber protein (CDS_0024) | | 28 33 37

MGV-GENOME-0264951:14,013-27,832 (+
7000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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