
uvig_482495: 16,393-29,964 (+)

baseplate protein

baseplate wedge subunit (CDS_0022)
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tail fiber assembly protein (CDS_0024)

tail fiber assembly (CDS_0025)

26
DNA invertase (CDS_0027)

mREase_IV_00002 Type (CDS_0028)

29 30 31 32 integrase (CDS_0033)
excisionase (CDS_0034)

35 36 37
CI-like repressor (CDS_0038)

transcriptional repressor (CDS_0039)

40

TemPhD_cluster_27670: 16,393-30,588 (+)

tail collar fiber protein (CDS_0027) 31

TemPhD_cluster_30086: 15,773-29,459 (+)

29 30 31 32 UmuD-like protein (CDS_0037)
transcriptional repressor (CDS_0038)

40

TemPhD_cluster_27818: 15,772-29,458 (+)

tail fiber protein (CDS_0022) 25 29 30 31 32

TemPhD_cluster_61123: 16,393-29,179 (+)

short tail fiber protein (CDS_0023)
24 30 31 32

TemPhD_cluster_10855: 20,620-30,345 (+)

30 31 transposase (CDS_0032) 33

TemPhD_cluster_61274: 15,865-30,169 (+)

short tail fiber protein (CDS_0022)
23 29 30

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)
34

TemPhD_cluster_61275: 15,865-30,169 (+)

tail fiber protein (CDS_0022) virion structural protein (CDS_0025) 29 30

TemPhD_cluster_14179: 15,772-30,748 (+)

short tail fiber protein (CDS_0022)
23 26 mREase_IV_00001 Type (CDS_0027) 29 30 33 34

TemPhD_cluster_33051: 17,102-30,833 (+)

short tail fiber protein (CDS_0023)

tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0026)

30 PD-Lambda-5_B_WP_110365848.1 (CDS_0031) 35

IMGVR_UViG_647533158_000004|647533158|647536524|494699-535148: 20,303-33,209 (+)

head protein (CDS_0029)
Menshen__NsnA (CDS_0030)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)

34 35 36 37 38 39 40 primosomal protein (CDS_0043)

transcriptional activator (CDS_0044)
MTase_II_00118 Type (CDS_0045)

transcriptional repressor (CDS_0046)

47

TemPhD_cluster_27851: 20,302-32,451 (+)

29
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)

34 35 36 37 38
CI-like repressor (CDS_0039)

40

IMGVR_UViG_2579778938_000007|2579778938|2579833550|448708-489624: 21,044-33,493 (+)

28 29
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0032)

33 34 35 36 37 transcriptional regulator (CDS_0038)

TemPhD_cluster_27361: 22,108-34,078 (+)

30

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0035)

36 37 38 39
UmuD-like protein (CDS_0040)

transcriptional repressor (CDS_0041)

primosomal protein (CDS_0044)

TemPhD_cluster_49647: 20,319-33,386 (+)

Effector_00024 2TM (CDS_0029)
Cyclase_00012 oligonucleotide-cyclase (CDS_0030)

31

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)

35 36 37 38 39 40
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