
IMGVR_UViG_3300045988_047681|3300045988|Ga0495776_015858: 22,103-30,131 (+)

RT_III-AM_III-B_2 (CDS_0024)

25 26 27 28
endolysin (CDS_0029)

30 31

retron_type_VI_hth_cluster2_1 (CDS_0032)

33
capH (CDS_0034)

35 36

IMGVR_UViG_3300045988_059340|3300045988|Ga0495776_139351: 22,103-31,401 (+)

30 31 37 38

Han_2018_ERR1398090_NODE_164_length_46357_cov_5.784869: 22,148-31,317 (+)

31 32 38

IMGVR_UViG_3300045988_022603|3300045988|Ga0495776_132427: 22,103-31,108 (+)

30 31 37

uvig_137913: 22,148-32,130 (+)

30 31 32 38 39

IMGVR_UViG_3300045988_041467|3300045988|Ga0495776_185868: 22,148-31,520 (+)

30 31

MGV-GENOME-4422575: 22,103-31,427 (+)

30 31 32 38 39

MGV-GENOME-0272961: 16,906-26,015 (+)

27 28

IMGVR_UViG_3300029060_000113|3300029060|Ga0169602_1000349: 22,106-32,111 (+)

HitABC (VF0268) (CDS_0030) 31 32

MGV-GENOME-4422488: 22,103-31,297 (+)

27 30 31

IMGVR_UViG_3300045988_075916|3300045988|Ga0495776_175504: 22,103-31,181 (+)

30 31

MGV-GENOME-0296450: 22,106-31,135 (+)

30 31

uvig_384885: 22,103-33,203 (+)

30
SenX3 (VF0857) (CDS_0031)

ABC transporter (CDS_0032)

33 34 40 41

IMGVR_UViG_3300045988_034129|3300045988|Ga0495776_136607: 22,103-32,053 (+)

30 31

MGV-GENOME-0300491: 22,093-31,322 (+)

32 33

IMGVR_UViG_640963057_000002|640963057|640967415|54672-100723: 22,103-31,002 (+)

30

IMGVR_UViG_3300045988_077038|3300045988|Ga0495776_097536: 22,099-31,202 (+)

30 31 34

MGV-GENOME-0297702: 22,104-31,328 (+)

30 31

IMGVR_UViG_3300045988_087843|3300045988|Ga0495776_117356: 22,103-31,543 (+)

30 31 34

MGV-GENOME-0299305: 22,103-31,543 (+)

30 31 capH (CDS_0035)

MGV-GENOME-0307493: 22,103-34,908 (+)

30 31
ABC-type heme transporter (VF0739) (CDS_0032)

33 34

IMGVR_UViG_3300045988_077846|3300045988|Ga0495776_134662: 22,103-34,908 (+)

30 31
ABC-type heme transporter (VF0739) (CDS_0032)

33 34

IMGVR_UViG_3300045988_066989|3300045988|Ga0495776_161591: 22,103-31,657 (+)

30 31

MGV-GENOME-0298262: 22,103-30,364 (+)

30 31

MGV-GENOME-0293300: 22,103-30,450 (+)

29 30

uvig_130755: 22,161-30,253 (+)

30 31

MGV-GENOME-4422100: 22,103-31,056 (+)

30 31

uvig_463342: 22,103-30,108 (+)

integrase (CDS_0030)
31

IMGVR_UViG_3300045988_034692|3300045988|Ga0495776_185047: 22,100-31,817 (+)

30 31

uvig_384189: 22,147-34,801 (+)

30 31 32 33 34 35

IMGVR_UViG_3300045988_037975|3300045988|Ga0495776_180033: 22,103-31,551 (+)

30 31 32

uvig_302629: 22,103-32,706 (+)

27 30 31

uvig_173103: 24,728-33,583 (+)

ABC transporter (CDS_0030)
ABC transporter (CDS_0031)

integrase (CDS_0032)
33

IMGVR_UViG_3300029784_000360|3300029784|Ga0243806_1000295|12997-58630: 22,103-31,165 (+)

30 31

IMGVR_UViG_3300029432_000354|3300029432|Ga0243805_100162|11494-55373: 22,103-29,411 (+)

30

MGV-GENOME-0300822: 22,103-29,492 (+)

30

OTU_1325: 22,106-31,148 (+)

integrase (CDS_0030)
31

IMGVR_UViG_3300045988_042213|3300045988|Ga0495776_185765: 22,103-31,195 (+)

31 32

IMGVR_UViG_3300045988_046066|3300045988|Ga0495776_053992: 22,106-31,248 (+)

30 31 38 39

uvig_382127: 22,106-38,490 (+)

30
31

32 33 34 35 36
mads_8 (CDS_0037)

38 39

IMGVR_UViG_3300029480_000053|3300029480|Ga0244079_100465: 22,025-42,466 (+)

30
Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0031)

32 33 34 35
endolysin (CDS_0036)

capH (CDS_0037)

excisionase (CDS_0038)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0039)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0040)

ABC transporter (CDS_0041)
42 43

uvig_229812: 22,025-37,247 (+)

30

Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0031)

32

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

ABC transporter (CDS_0034)
35 36

uvig_380338: 22,008-35,817 (+)

30 31 32 33 34 35 36

OTU_1842: 22,103-30,488 (+)

30 31 35 38

uvig_170148: 22,106-39,227 (+)

30
31

32
33

34

excisionase (CDS_0035)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0036)

37
capH (CDS_0038)

excisionase (CDS_0039)
RegX3 (VF0858) (CDS_0040)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0041)

HitABC (VF0268) (CDS_0042)
integrase (CDS_0043)

44

uvig_167030: 22,103-36,706 (+)

30RegX3 (VF0858) (CDS_0031)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0032)
HitABC (VF0268) (CDS_0033)

integrase (CDS_0034)
35

IMGVR_UViG_3300029778_000080|3300029778|Ga0243887_1000400: 22,103-34,637 (+)

30
PDC-S05_WP_013135363.1 (CDS_0031)

32

MGV-GENOME-0298954: 22,106-31,498 (+)

30 31

MGV-GENOME-0299926: 22,103-31,683 (+)

31 32 33

uvig_409275: 22,103-31,314 (+)

30 31

uvig_115609: 22,106-37,423 (+)

30
endolysin (CDS_0031)

32

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0033)
VirR/VirS (VF0791) (CDS_0034)

HitABC (VF0268) (CDS_0035)
36

uvig_459086_: 22,103-35,325 (+)

30

transcriptional repressor (CDS_0031)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0032)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0033)

HitABC (VF0268) (CDS_0034)
integrase (CDS_0035)

ivig_1298: 22,103-37,692 (+)

30 31
ATP-dependent protease (CDS_0032)

DNA polymerase (CDS_0033)

34 35

ABC transporter (CDS_0036)

integrase (CDS_0037)
38

ivig_2691: 22,103-37,968 (+)

30 31
ATP-dependent protease (CDS_0032)

DNA polymerase (CDS_0033)

34 35
ABC transporter (CDS_0036)

37 38

uvig_136287: 22,103-39,685 (+)

30 31 32 33 34
capH (CDS_0035)
excisionase (CDS_0036)

vanR-A-NCBIFAM vancomycin resistance response regulator transcription factor VanR-A (NF000401.1) (CDS_0037)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0038)

39
Pseudomonine (VF0936) (CDS_0040)

41 42

uvig_482470: 22,103-43,738 (+)

31 32 33 34 beta-1 (CDS_0035)
DNA methyltransferase (CDS_0036)

37

PDC-S04_WP_169250289.1 (CDS_0038)

39 40 41

ABC transporter (CDS_0042)
integrase (CDS_0043)

44

uvig_466489: 22,103-41,390 (+)

30
ABC transporter (CDS_0031)

32 33 34

retron_type_VI_hth_cluster2_1 (CDS_0035)

36

PDC-S27_WP_184132443.1 (CDS_0037)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0038)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0039)

ABC transporter (CDS_0040)
integrase (CDS_0041)

42

uvig_243844: 22,103-41,262 (+)

30 31

DNA helicase (CDS_0032)
33

34 35

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0036)

VirR/VirS (VF0791) (CDS_0037)
HitABC (VF0268) (CDS_0038)

39 40 41

IMGVR_UViG_3300029819_000008|3300029819|Ga0245024_100570: 22,103-34,749 (+)

30 31 32 33
34

35 36 37

IMGVR_UViG_3300045988_024864|3300045988|Ga0495776_099765: 19,768-29,842 (+)

23 24 30 31 32 33 34

MGV-GENOME-0288979: 19,768-29,842 (+)

30 31 32 33 34

uvig_589069: 22,103-31,148 (+)

31 32 33 34

uvig_484063: 22,103-44,288 (+)

30 31 32 33 34 35 36 37 38 39 40

ABC transporter (CDS_0041)
integrase (CDS_0042)

43

uvig_339249: 22,103-41,123 (+)

30 31 32 33 34 35 36
FbpABC (VF0272) (CDS_0037)

38 39

ABC transporter (CDS_0040)

41 42

IMGVR_UViG_3300014958_000004|3300014958|Ga0134421_1000342: 18,974-30,055 (+)

baseplate protein (CDS_0023)
25 29 32

MGV-GENOME-0303840: 22,103-30,244 (+)

30 capH (CDS_0031) 36

IMGVR_UViG_3300045988_011428|3300045988|Ga0495776_149045: 22,103-29,722 (+)

30 31

MGV-GENOME-0320216: 22,106-28,772 (+)

31

MGV-GENOME-0303539: 19,768-27,558 (+)

29

IMGVR_UViG_3300029360_000482|3300029360|Ga0243814_1000177|30-44988: 22,103-33,230 (+)

30
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)

38

uvig_460042: 21,834-38,037 (+)

tail fiber protein

ABC transporter (CDS_0030)
thioredoxin domain (CDS_0031)

32 33 34 35 36 37 38 39

Siderophore-dependent iron uptake system (VF0738) (CDS_0040)
integrase (CDS_0041)

42

uvig_192543: 22,103-46,561 (+)

30 31 32
33

34 35 36 37 38 3940

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0041)

cas12f2_V-F_2 (CDS_0042)
43 44 45

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0046)

VirR/VirS (VF0791) (CDS_0047)

HitABC (VF0268) (CDS_0048)
integrase (CDS_0049)

50

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


