
MGV-GENOME-0277881: 31,688-36,633 (+)

32 33 34 35 36 37 38
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)

40 41 42 43

Ma_2019_SRR413669_NODE_93_length_44181_cov_3.867969: 33,234-38,448 (+)

Mu Gam-like end protection (CDS_0038)
Erf-like ssDNA annealing protein (CDS_0040)

43

IMGVR_UViG_3300045988_074540|3300045988|Ga0495776_019769: 32,110-38,012 (+)

32 33 HEase_00016 homing (CDS_0037) 38 exonuclease (CDS_0042)

MGV-GENOME-0307206: 34,544-39,516 (+)

48 49 Mom-like DNA modification protein (CDS_0051)

MGV-GENOME-0285812: 32,887-36,763 (+)

replication initiation protein (CDS_0041) 42

uvig_180039: 32,556-37,245 (+)

44

uvig_232615: 33,197-39,690 (+)

46 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0047)

IMGVR_UViG_3300045988_077256|3300045988|Ga0495776_100090: 32,403-39,220 (+)

44 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)

IMGVR_UViG_3300045988_071719|3300045988|Ga0495776_097989: 34,540-41,634 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043) 46 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0047)

MGV-GENOME-0226881: 27,427-32,726 (+)

41
DNA methyltransferase (CDS_0042)

43

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


