
IMGVR_UViG_3300008269_000109|3300008269|Ga0114154_100388: 30,060-40,779 (+)

33 34 35
pyrophosphatase (CDS_0036)

37 38 39 40 41 42 43
nucleotide kinase (CDS_0044)

45 46 47 48 49 50 51

SRS019122_a1_ct9715_vs1: 24,389-30,325 (+)

27 32 33 35 36 37 38

IMGVR_UViG_3300006458_000146|3300006458|Ga0100175_100071|78833-115568: 24,427-33,612 (+)

31 33 36 37 38

IMGVR_UViG_3300008664_000225|3300008664|Ga0111493_100069|81004-117412: 23,116-36,408 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032) 35 37 38 39 44 46

IMGVR_UViG_7000000440_000001|7000000440|SRS015797_WUGC_scaffold_18679: 23,746-36,807 (+)

29 33 34 35

SRS065306_a1_ct854_vs1: 25,400-38,346 (+)

30 35 36 37 40 42 43 44

IMGVR_UViG_3300008504_000148|3300008504|Ga0114860_100076|34372-71971: 23,935-36,848 (+)

31
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)

34 35 36 37 38 39 44

IMGVR_UViG_7000000622_000064|7000000622|SRS077736_LANL_scaffold_38195: 22,891-35,804 (+)

33 34 35 36 37

SAMEA2738127_b1_ct10: 24,559-36,701 (+)

33 35 36 37 38 44

SRS022883_a1_ct52137_vs1: 22,510-35,997 (+)

27 30 32 33 34 35

SRS052227_a1_ct1091_vs1: 29,720-37,155 (+)

36 39 40 42 43 44 45 46

IMGVR_UViG_3300008279_000236|3300008279|Ga0114263_1000091|6253-45528: 25,001-32,436 (+)

35 36

SRS148284_a1_ct36038: 22,771-29,690 (+)

33 34 38

SRS075947_a1_ct21753_vs1: 32,147-42,804 (+)

40 41 42 44

SRS014573_a1_ct39126_vs1: 25,866-34,411 (+)

29 34 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)

IMGVR_UViG_3300007566_000031|3300007566|Ga0104970_1000353: 23,095-31,640 (+)

32 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0033) 39

IMGVR_UViG_3300045988_142478|3300045988|Ga0495776_162184: 24,570-35,873 (+)

34 35 36 38 40

SRS077016_a1_ct8943_vs1: 28,063-38,277 (+)

40 41 42 HNH endonuclease

SRS144194_a1_ct12361_vs01: 22,530-32,940 (+)

30 31 32

IMGVR_UViG_3300008742_000257|3300008742|Ga0115672_100164|5483-43472: 25,479-35,220 (+)

34 35 36 38

SRS013927_a1_ct4742: 22,358-32,099 (+)

34 35 36

IMGVR_UViG_3300028516_000078|3300028516|Ga0307845_1083: 22,384-32,036 (+)

31 32 34

5000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder)


