tail length tape measure protein (CDS_0023)
major tail protein minor tail protein (CDS_0025) endolysin (CDS_0029)
21 22 24 head protein (CDS_0026) 27 28 3031 32 33 integrase (CDS_0034)
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uvwg_182779 13,283-26,143 (+)
peptidase (CDS_0027)
head protein (CDS_0024) 25 26 2829 30 31

I
i#

——— —————— ——————— — —— — —y ——§ ————
uvig_257101:13,159-25,548 (+)

metallo-endopeptidase (CDS_0029)
head protein (CDS_0026) 27 28 3031 32 33
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uvig 463329:13,423-25,694 (+)

peptidase (CDS_0027)
25 26 28 29
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MG\/ GENOME-0239891: 12,327-23,697 (+)
peptidase (CDS_0027)
24 25 26 28 29
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IMGVR_UViG_3300045988_118541|3300045988|Ga0495776_143664:12,327-23,697 (+)
transcriptional repressor (CDS_0029)
Retron_VI_HTH (CDS_0030)
DNA polymerase (CDS_0028)
metallo-endopeptidase (CDS_0020) PDC-S19_WP_106843225.1 (CDS_0026) capH (CDS_0031)
head protein (CDS_0017) 18 19 2122 23 24 27 \ 32
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uvig 482939:7,071-23,944 (+)
metallo-endopeptidase (CDS_0029) transcriptional repressor (CDS_0038)
head protein (CDS_0026) 27 28 3031 32 3334 37 39 41 42
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uvwg_429284 13,351-31,432 (+)
head protein (CDS_0041)
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uvwg 497036 21,181-26,460 (+)
peptidase (CDS_0029)

head protein (CDS_0026) 27 28 30 31 32
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SAMEA2737801 al ct6575 vs1:13,423-25,820 (+)
peptidase (CDS_0029)
head protein (CDS_0026) 27 28 30 31
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uvig_131781:13,423-25,294 (+)

toxin-antitoxin system HicB-like (CDS_0036)
head protein (CDS_0023) 24 25 26 27 28 29 30 31 32 33  toxin(CDS_0035) | 38
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uvig_377640:12,683-32,341 (+)

25 26 27 28 29 30 31 SoFic__SoFic (CDS_0033)
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IMGVR_UViG_3300045988_095079|3300045988|Ga0495776_060246: 13,282-29,819 (+)

endolysin (CDS_0028)
head protein (CDS_0025) 26 27 29 30
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uvig_164580:13,282-28,984 (+)
toxin-antitoxin system HicB-like (CDS_0026)
transcriptional repressor (CDS_0031)
toxin (CDS_0025) 27 28 29 30 32 33 37 38
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uvig 381279:13452-25,937 (+)

7000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation
— I L] |

unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene
I I




