tail fiber assembly protein (CDS_0025) phosphoadenosine phosphosulfate reductase (CDS_0036)

baseplate protein (CDS_OO2§r HNH endonuclease (CDS_0029) PmgS-like head morphogenesis (CDS_0039)
tail protein (CDS_0026) 35 glycosyltransferase (CDS_0041)

21 22 tail tube protein (CDS_0024) 2728 3031 32 3334] ‘ 37 38 | 40 42

| e ————————————— e L I B S S
MGV-GENOME-0319956: 17,729-35,366 (+)
phosphoadenosine phosphosulfate reductase (CDS_0035)
34
tail fiber protein (CDS_0026) 27 28 29 30 31 32 33[ 36

iﬁ

S — . S E——
MGV-GENOME-0317141:16,857-33,687 (+)

tail fiber protein (CDS_0027) 28 2930 31 3233 34 35

c
<
~
=
%)
o
X
)
-
o
o
o
~
w
~
~
a
N

(+)
tail fiber protein (CDS_0026)
28
27729 30 313233

i%

I E— S N E—
uvig_294663:17,820-32,676 (+)

tail fiber protein (CDS_0025) 27
26 28 29 3031 32

i#

. R S
uvig 336355:18,113-32,983 (+)
tail fiber protein (CDS_0026)
28
27 129 30

uvig_394618:16,850-30,460 (+)
tail fiber protein (CDS_0026)
27

I & 37 |
uvig_201254:17,825-30,943 (+)
Specificity_l_00026 Type (CDS_0030)
Doc-like toxin (CDS_0027)
PrrC__Ecoprrl (CDS_0029)
tail fiber protein (CDS_0026) \ 28 \ REase_|_00009 Type (CDS_0031)

c
<

o
N
N
wW
N
~
N
N
o
oo}
N
o~
w
o
o
o
&

: ,005 (+)

30 37
tail protein (CDS 0026) 27 28 29| 3132 33 34 35 36 |38 39

c
<.

(9
N
(%
N
~
N
N
=
~N
©
N
&
w
51
0
o
el

L B 17 ,909 (+)
DNA polymerase |1l theta subunit (CDS_0030)
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UmuD-like protein (CDS_0027) 30 35
tail fiber protein (CDS_0026) | 28 29 131 32 3334[36 37 38 39 40

|
MGV-GENOME-0322099: 16,857-35,798 (+)
UmuD-like protein (CDS_0027) 30 35
tail fiber protein (CDS_0026) | 28 29 T31 32333436 37 38 39 40

DNA polymerase Ill theta subunit (CDS_0036)
Lpa-like transcriptional activator (CDS_0030)
UmuD-like protein (CDS_0035)
HNH endonuclease (CDS_Oﬁl)
tail fiber protein (CDS_0027) (LDoc-like toxin (CD5_0033)

terminase (CDS_0029) 38 41 43 47
28 \ 32|34 37] 39 40[427 44 4546] 48 49 5051 52
| S T — — I D S
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Lpa-like transcriptional activator (CDS_0035)
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