
SRS144542_a1_ct4270_vs1: 24,666-32,380 (+)

head closure (CDS_0036)

tail protein (CDS_0037)
tail protein (CDS_0038)

39
tail protein (CDS_0040)

tail protein (CDS_0041) 42 43 44 45
transcriptional repressor (CDS_0046)

47 48 49 50 51

TemPhD_cluster_37919: 24,121-32,192 (+)

34 35 36 37 38

IMGVR_UViG_7000000435_000010|7000000435|SRS015646_WUGC_scaffold_1752: 24,860-32,450 (+)

Abi_alpha Abortive infection alpha (CDS_0038) 39 40 43 44

TemPhD_cluster_51566: 26,402-34,004 (+)

35 38 39 40 DNA ligase (CDS_0041) 47

TemPhD_cluster_51674: 25,982-33,584 (+)

36 37 38 DNA ligase (CDS_0039)

SRS104282_a1_ct532_vs01: 26,872-33,341 (+)

41 DNA ligase (CDS_0042)

IMGVR_UViG_3300007967_000004|3300007967|Ga0105958_100013: 24,509-33,148 (+)

PDC-M04A_WP_207706624.1 (CDS_0038)
39 40 41 42

IMGVR_UViG_2903696016_000006|2903696016|2903696017|394-35172: 27,708-34,770 (+)

42 43 46 47 48 53

IMGVR_UViG_2888357717_000002|2888357717|2888357717|1126005-1160634: 27,553-34,621 (+)

44 45 46 47 48

IMGVR_UViG_2869520856_000002|2869520856|2869520856|729080-763834: 27,690-34,746 (+)

47 48 49

IMGVR_UViG_2937907864_000002|2937907864|2937907926|108018-140834: 26,889-32,808 (+)

DNA ligase (CDS_0038) 41 42

3000 nt

DNA, RNA and nucleotide metabolism connector tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


