anti-CRISPR-Cas evasion by DNA repair (APIS109) (CDS_0044)
released from the phage upon host infection (CDS_0035)
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NC_049924.1: 17,905-37,697 (+)
released from the phage upon host infection (CDS_0033)
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IMGVR_UViG_2721755725_000002|2721755725|2721801356|1519058-1581231: 34,639-39,686 (+)
released from the phage upon host infection (CDS_0039)
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IMGVR_UVIG. 2690315827 000013]2690815827]2690321106/450134-512872: 19,503-39.686 (1)
released from the phage upon host infection (CDS_0037)
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IMGVR_UViG_2531839665_000031|2531839665|2531928716|35193-98967:19,502-39,752 (+)
released from the phage upon host infection (CDS_0039)
excisionase (CDS_0034) 41
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IMGVR_UVIG_2718218399_000003|2718218399|2718229161|2015396-2078913: 19,602-39,108 (+)
released from the phage upon host infection (CDS_0040)
excisionase (CDS_0035) 42
32 33 34 | 3637 38 39 |41[43 44

IMGVR_UViG_2513237251_000004|2513237251]2513260735|1246506-1311187:30,907-39,957 (+)

released from the phage upon host infection (CDS_0045)
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IMGVR_UViIG_2585427621_000014|2585427621|2585443456|3185767-3256567:41,182-46,835 (+)
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NC_049920.1:31,908-37,673 (+)
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