
MGV-GENOME-0240985: 114-5,246 (+)

1 2 3 4 5 6 7 8

MGV-GENOME-0202986: 23,117-28,504 (-)

373839

MGV-GENOME-0210693: 1-4,024 (+)

1 2 3 4

MGV-GENOME-0214170: 19-5,508 (+)

1 2 3 4 5

MGV-GENOME-0292044: 31,696-44,654 (-)

transposase (CDS_0049)
transposase (CDS_0050)

51525354

unknown function (CDS_0055)

56
transposase (CDS_0057)

58596061

MGV-GENOME-0229483: 25,312-33,160 (-)

41424344454647484950

MGV-GENOME-0282807: 209-4,344 (+)

1
unknown function (CDS_0002)

3

MGV-GENOME-0289815: 32,174-44,208 (-)

484950515253
unknown function (CDS_0054)

555657585960

MGV-GENOME-0236181: 22,417-34,558 (-)

383940414243

unknown function (CDS_0044)

45
V_U4 CAS-V-F; (CDS_0046)

47484950
51

MGV-GENOME-0278722: 32,180-41,979 (-)

4647484950
unknown function (CDS_0051)

5253545556

MGV-GENOME-0188957: 19,145-26,075 (-)

343536373839

MGV-GENOME-0316445: 2-23,929 (+)

1 2 3
unknown function (CDS_0004)

5 6 7 8 9 10 11 12 13 14
RnlAB__RnlB (CDS_0015)

16 17 18 19 20 21 22 23
icity0043 Unknown (CDS_0024)

25 26 27 28 29 30 31

MGV-GENOME-0302698: 2-19,440 (+)

1 2 3 4 5 6 7 8
cas12f2_V-F_2 (CDS_0009)

10 11 12 13 14 15 16 17
unknown function (CDS_0018)

19 20 21 22 23 24

MGV-GENOME-0245536: 2-12,258 (+)

1 2 3 4 5 6 7
unknown function (CDS_0008)

9 10 11 12 13 14

MGV-GENOME-0250930: 24,198-36,887 (-)

383940414243

unknown function (CDS_0044)

45
transposase (CDS_0046)

474849

IMGVR_UViG_3300045988_183093|3300045988|Ga0495776_029637: 34,564-47,079 (-)

5152535455565758
unknown function (CDS_0059)

6061626364

MGV-GENOME-0285917: 28,751-43,101 (-)

495051
V_U4 CAS-V-F; (CDS_0052)

53545556575859606162
RnlAB__RnlB (CDS_0063)

MGV-GENOME-0254831: 3-10,949 (+)

1 2 3 4 5
unknown function (CDS_0006)

7 8 9 10 11 12

MGV-GENOME-0313419: 34,295-51,210 (-)

4950515253545556575859606162636465666768

9000 nt

integration and excision unknown function defence (DefenseFinder) defence (PADLOC)


