
IMGVR_UViG_2911467008_000001|2911467008|2911467008|12478-50730: 28,011-37,925 (+)

40
DnaD-like helicase loader (CDS_0041)

42 43 44
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

46 47 48 49 50 51 52 53 54 terminase small subunit (CDS_0055)

uvig_226912: 28,799-36,567 (+)

41 42 47 48 49

uvig_322011: 28,284-34,368 (+)

43 45 46
Lar anti-RM (APIS033) (CDS_0049)

50 51

IMGVR_UViG_2920693923_000002|2920693923|2920693963|826-39415: 29,716-38,588 (+)

phosphoadenosine phosphosulfate reductase (CDS_0046) 50 51 52 53

SRS018541_a1_ct8866: 28,066-37,226 (+)

48 49 50 51

ivig_1950: 27,647-35,870 (+)

48 49 50

uvig_465722: 29,269-36,810 (+)

49 52 53 54

MGV-GENOME-0248162: 25,746-33,110 (+)

43 45 46 47

IMGVR_UViG_3300045988_104729|3300045988|Ga0495776_103661: 27,272-35,322 (+)

46 48
nucleotide kinase (CDS_0049)

50 51

uvig_134849: 29,071-37,247 (+); 1-4,765 (+)

terminase large subunit (CDS_0001) 2 3 440 47 48 49 50 51 52

IMGVR_UViG_3300045988_069188|3300045988|Ga0495776_016069: 29,071-37,247 (+); 1-4,765 (+)

47 48 49 50 51 52

uvig_243146: 27,981-36,236 (+)

42 46 49 50 51 52 53 54

uvig_141563: 27,421-35,610 (+)

48 49 50 51 52 53 54

IMGVR_UViG_3300029555_000014|3300029555|Ga0245053_100574: 28,833-36,225 (+)

MTase_II_00072 Type (CDS_0046)
DNA methyltransferase (CDS_0047)

50 51 52 53 54 55

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS)


