
IMGVR_UViG_3300045988_069188|3300045988|Ga0495776_016069: 24,642-33,872 (+)

32 33 34

Holliday junction resolvase (CDS_0035)

36
DnaD-like helicase loader (CDS_0037)

38 39 40 41
42

phosphoadenosine phosphosulfate reductase (CDS_0043)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044)

45 46

IMGVR_UViG_3300029584_000330|3300029584|Ga0245112_100540|3204-40765: 25,265-34,220 (+)

35 39 41

uvig_226912: 24,421-36,567 (+)

41 42 43
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044)

47 48 49 50

terminase small subunit (CDS_0051)

IMGVR_UViG_3300029555_000014|3300029555|Ga0245053_100574: 24,720-32,853 (+)

42 44

phosphoadenosine phosphosulfate reductase (CDS_0045)
MTase_II_00072 Type (CDS_0046)

DNA methyltransferase (CDS_0047)

uvig_465722: 26,052-36,810 (+)

46 DNA helicase (CDS_0047)
phosphoadenosine phosphosulfate reductase (CDS_0048)

49 52 53 54

IMGVR_UViG_3300045988_104729|3300045988|Ga0495776_103661: 24,107-35,322 (+)

43 44

phosphoadenosine phosphosulfate reductase (CDS_0045)

46 48
nucleotide kinase (CDS_0049)

50

IMGVR_UViG_3300029130_000308|3300029130|Ga0168772_100002|12509-48783: 24,942-35,322 (+)

39 41 42 43 44 48 49

IMGVR_UViG_3300045988_081035|3300045988|Ga0495776_015772: 25,083-36,204 (+)

40 41
phosphoadenosine phosphosulfate reductase (CDS_0042)

43

ivig_2075: 24,811-34,682 (+)

43

phosphoadenosine phosphosulfate reductase (CDS_0044)
MTase_II_00072 Type (CDS_0045)

46 DNA methyltransferase (CDS_0047)

uvig_322011: 25,362-34,368 (+)

43 44 45 46 Lar anti-RM (APIS033) (CDS_0049)

uvig_332022: 23,852-36,033 (+)

43 44 phosphoadenosine phosphosulfate reductase (CDS_0045)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

47 50

MGV-GENOME-0248162: 22,587-33,110 (+)

40

phosphoadenosine phosphosulfate reductase (CDS_0041)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)

43 45 46 49

4000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS)


