
IMGVR_UViG_3300045988_104729|3300045988|Ga0495776_103661: 14,945-25,597 (+)

tail length tape measure protein
18 19 20 21

endolysin (CDS_0022)
23

capH (CDS_0024)
retron_type_VI_hth_cluster2_1 (CDS_0025)

26 27 28 29 30 31
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0032)

33 34 35 36 Holliday junction resolvase (CDS_0037)

IMGVR_UViG_3300045988_081035|3300045988|Ga0495776_015772: 14,237-26,581 (+)

integrase (CDS_0023)
PD-Lambda-1__PD-Lambda-1 (CDS_0024)

capH (CDS_0026)

retron_type_VI_hth_cluster2_1 (CDS_0027)

28 29

IMGVR_UViG_2920693923_000002|2920693923|2920693963|826-39415: 15,481-27,500 (+)

23 24 26 capH (CDS_0028)
retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 35

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0036)

38

MGV-GENOME-0311235: 14,157-28,059 (+)

capH (CDS_0026)
retron_type_VI_hth_cluster2_1 (CDS_0027)

28 29 30 31 32 33

uvig_322011: 14,157-26,862 (+)

25 26 27 28 29 30 31 32

uvig_465722: 15,648-27,573 (+)

25 27 28 29 30 31 32 33 34 38

uvig_473896: 34,892-41,345 (+)

capH (CDS_0033)
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36 37 38 39 40

IMGVR_UViG_2911467008_000001|2911467008|2911467008|12478-50730: 15,562-28,005 (+)

24 25 28
retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 32 33

IMGVR_UViG_3300029584_000330|3300029584|Ga0245112_100540|3204-40765: 14,966-27,984 (+)

27
retron_type_VI_hth_cluster2_1 (CDS_0028)

29 30 31

uvig_226912: 14,228-27,037 (+)

26
retron_type_VI_hth_cluster2_1 (CDS_0027)

28 29 30

MGV-GENOME-0268996: 16,002-28,484 (+)

23 24 28
retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 32 33

IMGVR_UViG_3300045988_078033|3300045988|Ga0495776_162661: 16,002-28,484 (+)

28
retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 32 33

IMGVR_UViG_3300029130_000308|3300029130|Ga0168772_100002|12509-48783: 14,200-26,441 (+)

26 27
HNH endonuclease (CDS_0028)

29

ivig_2227: 23,846-29,465 (+)

31
retron_type_VI_hth_cluster2_1 (CDS_0032)

33 34 35 36

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


