
MGV-GENOME-0288035: 8,316-13,915 (+)

13 14 15 16 17
MTase_II_00074 Type (CDS_0018)

19 20 21 22 23 24 25 26 Mu Gam-like end protection

uvig_190425: 8,316-13,776 (+)

18 19 Mu Gam-like end protection (CDS_0025)

MGV-GENOME-0313803: 8,317-13,514 (+)

18 19 20

uvig_151333: 8,317-14,287 (+)

18 19 20 21 22

MGV-GENOME-0261296: 8,317-14,287 (+)

18 19 20 21 22

MGV-GENOME-0264828: 8,317-13,405 (+)

18 19

uvig_476313: 8,317-14,366 (+)

18
SspD_00001 SspD (CDS_0019)

20 21 23

MGV-GENOME-0284123: 8,742-13,896 (+)

SspD_00001 SspD (CDS_0018) 20

uvig_63953: 8,316-14,762 (+)

18 19 20 22 23

MGV-GENOME-0249039: 8,290-14,358 (+)

18 19

uvig_85759: 8,317-14,912 (+)

18
SspD_00001 SspD (CDS_0019)

20

uvig_124036: 8,290-15,074 (+)

18 19 20 21 22 23

MGV-GENOME-0290751: 7,940-14,389 (+)

12 17 18 19 20 21

uvig_21813: 7,404-14,244 (+)

11 16
MTase_II_00074 Type (CDS_0017)

18 19

uvig_85942: 7,938-15,646 (+)

17 SspD_00001 SspD (CDS_0018) 19
MTase_II_00074 Type (CDS_0020)

21 22

uvig_203418: 7,404-14,817 (+)

16 17
SspD_00001 SspD (CDS_0018)

19 20 21 22

MGV-GENOME-0315359: 7,404-15,304 (+)

16 17
SspD_00001 SspD (CDS_0018)

19 20 21 22

3000 nt

DNA, RNA and nucleotide metabolism lysis unknown function defence (PADLOC)


